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1A1412

1A1424
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1A1448

PNFE—5—|
Molecular Motors |

dA)V RO 42 Y DifEEeER & EHE DIRTE

Prediction of fragile points and conservation of bending
ability of coiled coil myosin

Mieko Taniguchi', Hideki Tanizawa®, Sigeki Mitaku' ('Grad.
Sch. Sci., Univ. Nagoya, 2Inst. Wister, USA)

A=KV F /) Fa1—-TLICBIFDZF Y VERDRERE
Thermal response of myosin motors on single carbon
nanotubes

Mitsunori Nagata', Hiroshi Matsutaka', Takeru Okada® s
Akihiko Ishijima®, Yuichi Inoue® ('Grad. Sch. Life Sci., Tohoku
Univ., 2IMRAM, Tohoku Univ., *Institute of Fluid Science,
Tohoku University)

EEFFFE—F—DIHDRT v TEA7IVIUZ L

Powerful Algorithm for analyzing Stepping Motion of
Biological Melecular Motors

Takeshi Nakagawa, Kazuo Sasaki (Dept. of Applied Physics,
Tohoku Univ.)

SIS FHERE R ERBEZ AV F R Y VESORIANDZ T v
TDEHR

Direct observation of the forward stepping motion of Kkinesin-1
using dark-field microscopy with 50-ps temporal resolution
Hiroshi Isojima', Ryota lino®, Hiroyuki Noji’, Michio
Tomishige' (‘Dept. Appl. Phys., Sch. Eng., Univ. Tokyo, *Dept.
Appl. Chem., Sch. Eng., Univ. Tokyo)

Front-head gating mechanism of kinesin-1 as studied by
single molecule FRET observation of ATP binding

Yamato Niitani, Michio Tomishige (Department of Applied
Physics, School of Engineering, The University of Tokyo)

fRE 15:00-15:10

1A1510

FRYVEE—F—FVI\IE Ned O Power-stroke EFILD
REE

14:00~16:22 B =I5 ZITHIRRIZRR 565 509 Room

1B1400

1B1412

E0E-1ESrkEe18E |
Proteins: Structure & Function |

“ZERR—HERERSIERIH D T b D B A DEEHE
Cavity—a Nature’s strategy for functional sub states in
proteins

Kazuyuki Akasaka (Kinki UNIV., Inst. Adv. Tech.)
HD-exchange motion of free heptameric GroES studied by
the use of TROSY and DMSO quenching followed by 2D
NMR

Mahesh Chandak', Takashi Nakamura', Koki Makabe?, Toshio
Takenaka', Jin Chen', Koichi Kato', Kunihiro Kuwajima1
('Okazaki Institute of Integrative Bioscience, National Institutes
of Natural Sciences, The Graduate University for Advanced
Studies  (Sokendai), ’Graduate  School

Engineering, Yamagata University)

of Science and

TA1522

1A1534

1A1546

T1A1558

TA1610

1B1424

1B1436

—(841)—

The test on the power stroke model of Ned

Masahiko Yamagishi, Yoko Toyoshima, Junichiro Yajima
(Dept. Life Sciences, Grad. Sch. Arts and Sciences, Univ. Tokyo)
HENAEE—5—EBEIRFESH MotA/B F v RILDERIIEB
AA=X L

Selective permeation mechanism through the channel of the
stator complex MotA/B in the flagellar motor

Yasutaka Nishihara, Akio Kitao (/MCB, Univ. of Tokyo)
Sodium Dynamics of the Bacterial Flagellar Motor
Chien-Jung Lo', Y oshiyuki Sowa’, Teuta Pilizotaz, Richard
Berry? ('Department of Physics, Natioinal Central University,
Taiwan, *Clarendon of  Physics,
University of Oxford)

Engineered disulfide crosslink in the the periplasmic region

Laboratory, Department

of PomB impaired function of the Na+-driven flagellar stator
complex

Shiwei Zhu, Na Li, Seiji Kojima, Michio Homma (Division of
Biology Science, Graduate School
University)
SENHEIEFECTNAERHDY 4TSy JIBEE(L

Dynamic conformational changes of flagellar filament

of Science, Nagoya

observed by high-pressure microscopy

Masayoshi Nishiyama', Yoshiyuki Sowa® (' The Hakubi Center,
Kyoto Univ., *Hosei Univ.)

c-di-GMP &Y VINIE YegR OREDY PlzD DKXERIR
IC& Vibrio alginolyticus TONAEEHEE

Flagellar motility inhibition by overexpression of PlzD,

a YcgR homolog of c-di-GMP binding protein, in Vibrio
alginolyticus

Takuro Yoneda, Wakako Morimoto, Seiji Kojima, Michio
Homma (Grad. Sci., Univ. Nagoya)

B: Mathematics bldg. 5F 509

BB NMR ZRWE Na BBRRAEE—Y—DBERFIVINY
E FliG @ C FKinrEiSEEamn

Solution NMR analysis of FliG C-terminal domain derived
from Na*-driven motor of Vibrio

Mizuki Goharal, Rei Abe-Yoshizumil’z, Shiori Kobayashil,
Yohei Miyanoiri®, Yoshikazu Hattori*, Chojiro Kojima®,
Masatsune Kainoshos’s, Michio Homma' ('Div. Bio. Sci., Grad.
Sch. Sci., Nagoya Univ., 2Department of Frontier Materials,
Nagoya Institute of Technology, *Structural Biology Research
Center, Grad. Sch. Sci., Nagoya Univ., *Institute for Protein
Research, Osaka Univ., >Center for Priority Areas, Tokyo
Metropolitan Univ.)
EEETIRBICIEEFELTIOT AV IRIVT « RAYAS—EDE
BEIEEEMI R X1V OZEMEEHIZE(LY BitEH



Molecular mechanism of redox-dependent domain
rearrangement of the substrate-binding region of protein
disulfide isomerase

Kouya lnagakil’z, Yoshinori Uekusa'?, Yukiko Kamiya"z,
Tadashi Satoh', Koichi Kato'? (‘Grad. Sch. Phar. Sci., Nagoya
City Univ., *Natl. Inst. Nat. Sci.)

1B1448 Transferred cross-saturation iZZRUL\c EB1 ® CH RXA

V DRHIVE & DIEEFEDHE

Microtubule-binding sites of EB1 CH domain revealed by
transferred cross-saturation experiments

Teppei Kanaba', Ryoko Maesaki’, Tomoyuki Mori®, Yutaka
Ito', Toshio Hakoshima?, Masaki Mishima' ('Grad. Sch. of Sci.
and Tech., TMU, 2Grad. Sch.l of Biol. Sci., NAIST)

PRE 15:00-15:10

1B1510 BERERLEFNS VNIEEGHRRZRAVAFY vNOVICKDE

SEMFEIRROKRIREET

Global analysis of aggregation-inhibotion effects of molecular
chaperones using a reconstituted cell-free translation system
Tatsuya Niwa', Takuya Ueda®, Hideki Taguchi1 (‘Grad. Sch. of
Biosci&Bioteh, Tokyo Institute of Technology, *Grad. Sch. of
Frontier Sciences, The university of Tokyo)

1B1522 DNA FRETOZEHEDEFFIEEZEL

Local conformational changes of proteins in DNA interfaces
Tomoko Sunami, Hidetoshi Kono (JAEA)

08-3R, @i, IVI-PUVI

1B1534

1B1546

1B1558

1B1610

Proteins: Measurement, Analysis, Engineering

1C1400 HENTF RZFIALLRRFREY Y R v FRERHRTOMRE

New colorimetric sandwich assay for detection of pathogens
by using antimicrobial peptides as detection probes

Chihiro
Tomisawa', Takashi Kikukawa', Yasuhiro Kumaki', Masakatsu

Sakai', Eri Hojoz, Taichi Nakazumi', Satoshi
Kamiyal, Makoto Demura', Keiichi Kawano', Ryuji Ohtsuki?,
Taro Yonekita?, Naoki Morishita?, Takashi Matsumoto®, Fumiki
Morimatsu®>, Tomoyasu Aizawa' ('Grad. Sch. Life Sci,
Hokkaido Univ., *R&D Center, Nippon Meat Packers Inc.)

1C1412 VanX OBFFEBEEZAVCILY T S5—EDRIU—-Z=VIDE

B&{E
Toward a simplified screening method using a novel VanX
cell lysis activity

Nan Wu', Tetsuya Kamioka', Shihori Sohyal, Tomoki
Matsuda®, Takahisa Ikegamis, Haruki Nakamura®, Yutaka
Kuroda'

Graduate School of Engineering, Tokyo University of Agriculture

(‘Biotechnology and ~Department Life Science,

and Technology, *Research Institute for Electronic Science,
Hokkaido University, 3Institute for Protein Research, Osaka
University)

1C1424 Fluorescent Probe for the Direct Detection of Histone

Deacetylase Activity
Koushik Dhara!, Yuichiro Hori', Reisuke Baba', Kazuya
Kikuchi'? (‘Graduate  School Osaka

University, 2Immunology Frontier Research Center, Osaka

of  Engineering,

University)

1C1436 RaPID YRFLIC&LD Akt2 BIRHWIRANTF REASHOHER

EZDBEENTF ROE(LREES DT

Exploring cyclic peptide inhibitors against the Akt2 kinase by the
RaPID system and evaluation of their biochemical properties
Yuuki Hayashi', Jumpei Morimoto?, Hiroaki Suga2 ('Dept. Life

1C1448

KAZMI VINVEDBED STZED U BEE(LFLERY I T
GEBE

The possible advantage of structural disorder of intrinsically
disordered pr oteins in the new type of signaling mechanism
Nobu C. Shirai'?, Macoto Kikuchi'*? ('Graduate School of
Osaka Osaka
University, >Graduate School of Frontier Biosciences, Osaka
University)

DFEHNFEICKD capping protein (CP) DENRIEEDER

Structural fluctuations of capping proteins analyzed by

Science, University, *Cybermedia  Center,

molecular dynamics simulations

Ryotaro Koike', Shuichi Takeda?, Yuichiro Maeda®, Motonori Ota'
("Grad. Sch. Info. Sci., Nagoya Univ., *Struct. Biol. Res. Center, Grad.
Sch. of Sci., Nagoya Univ.)

T hoO—L4 ¢ BEBERO IO bRy THIEICET 29 FEHE
VA=Y avILLBHRA

A Molecular Dynamics Study on Proton Pump Function of
Cytochrome ¢ Oxidase

Takefumi Yamashita (Research Center for Advanced Science
and Technology, University of Tokyo)

Substrate transport mechanisms in GatCAB: the smallest
unidirectional valve in subnano scale

Jiyoung Kang?, Shigehide Kuroyanagi®, Yohsuke Hagiwara’,
Masaru Tateno' ('Grad. Sch. Sci., Univ. Hyogo, 2Grad. Sch.
Pure and Appl. Sci., Univ. Tsukuba)

14:00~16:22 C =15 ZHIBRIZE 4 B 409 Room C: Mathematics bldg. 4F 409

Sci., Grad Sch. Arts and Life Sci., The Univ. Tokyo, *Dept. Chem.,
Grad Sch. Sci., The Univ. Tokyo)
ESFREOSEELZARE T IEY RS Y MERESTY Y
Protein engineering for site-specific bioconjugation
chemistry: Construction of multiple functional low-
molecular antibodies

Mitsuo Umetsu, Asami Ueda, Takeshi Nakanishi, Kentaro
Hashikami, Ryutaro Asano, Izumi Kumagai (Department of
Biomolecular Engineering, Graduate School of Engineering,

Tohoku University)

fREH 15:00-15:10

1C1510

1C1522

1C1534

—(842)—

N TV RF/IbO—-LOBRERE UTDO CBM DOEERRT
Hybrid nano-cellulosome: functional analysis of various
cellulose binding module as component of artificial cellulosome
Hikaru Nakazawa', Do-myoung Kim', Takashi Matuyama®,
Nobuhiro Ishida®, Akinori Ikeuchi’, Izumi Kumagail, Mitsuo
Umetsu' ( "Tohoku univ. tech., *T. oyota Central R&D lab)
IVR-1,3-BIIAF—BORBBEEEI 1—Iba-UE— MIEFE
3 Trp273 DS ZFYVHEE~NDES

Contribution of Trp273 in the a-repeat of the carbohydrate-
binding module of endo-1,3-B-glucanase to laminarin binding
Tomonari Tamashiro', Yoichi Tanabe', Kenji Kanaoriz,
Teikichi Ikura®, Nobutoshi Ito’, Masayuki Oda' ('Grad. Sch. of
Life and Environ. Sci., Kyoto Pref. Univ., *Grad. Sch. of Sci. and
Technol., Kyoto Inst. of Technol., *Med. Res. Inst., Tokyo Med.
and Dent. Univ.)

Construction of an in vitro gene screening system for
membrane proteins

Haruka Soga', Satoshi Fujii®, Tetsuya Yomo>, Hajime



Watanabe', Tomoaki Matsuura' ('Depr. Biotech., Grad. Sch.
Eng., Osaka Univ., *Dept. Bioinfo. Eng., Grad. Sch. IST, Osaka
Univ., >ERATO, JST.)
1C1546 Orientation-controlled immobilization of pharaonis

halorhodopsin onto gold revealed by SEIRAS

Hao Guol’z,
(‘Department of Structural Molecular Science, the Graduate
University for Advanced Studies, *Department of Life and

for

Tetsunari  Kimura'?*?,  Yuji  Furutani'**

Coordination-Complex — Molecular — Science,  Institute
Molecular Science, >JST CREST, *JST PRESTO)
1C1568 (BNELFSFOIES RS Y EtAZBEIE U ciRiaRscs - BS

REDRFE

1C1610

Development of novel rapid buffer-exchange system and
microfluidic mixer for time-resolved spectroscopic study of
low-yield biomolecules

Tetsunari Kimura'>?, Yuji Furutani'** ("Inst. Mol. Sci., 2Dept.
Struct. Mol. Sci., Sokendai, *CREST/JST, *PRESTO/JST)
BRPOERY VINOEOHIS X MRELELEDRFE

Development of resonant X-ray scattering method of
metalloproteins in solutions

Mitsuhiro Hirai', Kazuki Takeuchi', Ryota Kimura', Noboru
Ohta® (‘Grad. Sch. Eng., Gunma Univ., 2SPrl'rlg—<S’)

14:00~16:22 D =i ZTHIBRIZE 3/ 309 Room D: Mathematics bldg. 3F 309

FE, oMb, B

Development, Differentiation, Neuroscience

1D1400 Y9 R ES fHias{bDE 1 MESHRAT
Single-cell-based analysis of differentiation of mouse ES cells

2’3, Shogo Nakamura' N

Atsushi Maruyama', Yuichi Wakamoto
Tatsuo Michiue®, Shin-ichi Sakai®, Bayar Hexig4, Toshihiro
Akaike®, Kiyoshi Ohnuma' (‘TRI, Nagaoka Univ of Tech, *Grad.
Sch. Arts. & Sci., Univ. Tokyo, 3Sakz'gake, JST, 4Grad. Sch. Biosci.
& Biotech., Tokyo Inst of Tech)

1D1412 WS VAHECLDHEEFRHROE—HET(FZIZAD
sl
Measurements of Single Cell Dynamics upon Stimulation
with a Differentiation Factor Using Raman Micro-
Spectroscopy
Sota Takanezawa'?, Shin-ichi Morita', Yukihiro Ozaki?,
Yasushi Sako' ('Cellular informatics Lab., RIKEN, >Grad. Sch.
Sci. and Tech., Kwansei Gakuin Univ.)

1D1424 1 ZFEESAKMZRWE C. elegans ZREMICH 1T DHAEaMEIE
DEFILE
Quantitative measurement and mathematical modeling of
polarity-protein PAR-2 in C. elegans embryos
Yukinobu Arata', Tetsuya Kobayashi®, Michio Hiroshima',
Chan-gi Pack', Masashi Tachikawa®, Kenichi Nakazato®, Tatsuo
Shibata*, Yasushi Sako' ('Cell. Info., ASI, Riken, *Inst. Ind. Sci.,
Univ. Tokyo, 3Theo. Biol., ASI, Riken, 4CDB, Riken)

1D1436 FERRROBEBONFISEZRET D
Estimating forces in the growing epithelial tissues
Shuji Ishihara'?, Kaoru Sugimura®! (‘Grad. Sch. Arts &
Sciences, Univ. Tokyo, 2JST PRESTO, >iCeMS, Kyoto Univ.,
‘RIKEN BSI)

1D1448 Ya3vJyavNIFEHRICSD27 R b—2 20EENARNES
Active Mechanical Role of Apoptosis in Tissue Dynamics
during Drosophila Morphogenesis

123 ('\Dep. of Biol. Sci., National University of

Singapore, 2Mechanobiology Inst., National University of

Yusuke Toyama

Singapore, Temasek Life Sciences Lab.)

PR 15:00-15:10

1D1510

1D1522

1D1534

1D1546

1D1558

1D1610

A model of cell-division stop for the limb regeneration
Hiroshi Yoshida (Faculty of Math. Kyushu Univ.)

S v MEEHIEOIRRORMFEEBEEICSI SEES CEAD D
HEM S FOBRR

Analysis of functional molecules underlying synchronous
activity during long-term development of rat cultured
neuronal networks

Daisuke Itol, Keiko Yokoyamaz, Kazutoshi Gohara” (]Fac. Adv.
Life Sci., Hokkaido Univ., *Fac. Eng., Hokkaido Univ.)
E/T7SHADRBEEICSIFZDA VAV ETIVO—ADEE]
Insulin and glucose for memory in a snail

Etsuro Ito!, Ryuichi Okada!, Mika Morikawa', Satoshi
Takigami®, Akiko Okuta®, Manabu Sakakibara® ('Kagawa School
of Pharmaceutical Sciences, Tokushima Bunri University, 2School
of High-Technology for Human Welfare, Tokai
*Graduate School of Science, Kyoto University)
FBRE NI HRMEAN Y F O RIMEBDEG T 1 F=IR

Assembling dynamics of optically trapped synaptic vesicles in

University,

neuronal cell

Yusuke Ueda'?, Suguru N. Kudoh?, Takahisa Taguchi', Chie
Hosokawa'*? (1Health Res. Inst., AIST, 2Grad. Sci. Eng.,
Kwansei Gakuin Univ.)
BEEURZEER - DLV I LA A—IVITICEADFHUVERE
HEQBRHBE O

A new class of confocal microscope for a fast voltage-
sensitive dye (VSD) and Cca™* imaging

Takashi Tominaga, Yoko Tominaga (Dept. Neurophysiol.,
Kagawa Sch Pharm Sci, Tokushima Buniri Univ)

De novo 7LV I IVIC K ZRIFEMREOL RSV RAIUT b—L
2

De novo sequencing and transcriptome analysis of the
molluscan brain by deep RNA sequencing

Hisayo Sadamoto', Hironobu Takahashi2, Taketo Okada',
(‘Facul.

Pharmaceut. Sci. Kagawa Camp, Univ. Tokushima Bunri, *Inst.

. P I 2
Hiromichi  Kenmoku®,  Yoshinori  Asakawa

Pharmacognosy, Univ. Tokushima Bunri)

14:00~16:10 E=i5 ZoHIBRIZE 1 B 109 Room E: Mathematics bldg. 1F 109

EBE-YE |
Proteins: Property |
1E1400 SFEH¥YZal—YavIckd Hsp0 & ADP ORESEBET

XIF—=TJOT7AIb
Free energy profile for binding of ADP to Hsp90 with

—(843)—

molecular dynamics simulation
Kazutomo Kawaguchi, Hiroyuki Takagi, Masashi Iwayama,
Megumi Nishimura, Hiroaki Saito, Hidemi Nagao (Inst. Sci.



Eng., Kanazawa Univ.)

1E1412 Y vANOZVEAROERYVINIEDREIFDIV T X— 3y
PR
The conformational restriction of denatured protein
encapsulated in the chaperonin cage
Fumihiro Motojima, Yuko Motojima-Miyazaki, Masasuke 1E1522
Yoshida (Kyoto Sangyo Univ.)
1E1424 I\& X fREIELIC & D7 S 04 RFHER R DOIIEIRE T 0 X DERR
Investigation of initial assembling process of fibrillation by
small angle X-ray scattering 1E1534
Eri Chatani', Rintaro Inoue’, Koji Nishida®, Toshiji Kanaya®
Masahide Yamamoto® (‘Dept. Chem., Grad. Sch. Sci., Kobe
Univ., *Inst. Chem. Res., Kyoto Univ., *Kyoto Univ.)
1E1436 Distinguishing crystal-like amyloid fibrils and glass-like
amorphous aggregates from their kinetics of formation
Yuichi Yoshimura', Yuxi Lin', Hisashi Yagil, Young-Ho Lee,
Hiroki Kitayamal, Kazumasa Sakurai!, Masatomo So', Hirotsugu 1E1546
Ogi®, Hironobu Naiki®, Yuji Goto' ('Inst. Protein Res., Osaka
Univ., 2Grad. Sch. Eng. Sci., Osaka Univ., 3Fac. Med. Sci., Univ.
Fukui)
1E1448 #ESREICEVEERIMMSmHRDRR
A method to prepare cell extract near intracellular
concentration without additional salts and buffers
Kei Fujiwara, Shin-ichiro M. Nomura (Dept. Biorobot., Tohoku
Univ.) 1E1558
fRE 15:00-15:10
1E1510 TMAO [C&3HFI5UT« VIRE~NDEAERHEHAI R

WF—D=RTHER

Three-Dimensional Imaging of the Protein Transfer Free
Energy into the Molecular Crowding Condition with TMAO
Isseki Yu', Kyoko Nakada', Masataka Nagaoka® ('Dep. of Cem.
and Biol. Sci. Aoyama Gakuin Univ., 2Grad. School of Info. Sci.,
Nagoya Univ.)

Y boOL ¢ [CHT DRFAROEHI RIVF—HET
Free-energy analysis of urea effect on cytochrome ¢
Yasuhito Karino, Nobuyuki Matubayasi (/nst. Chem. Res.,
Kyoto Univ.)

FVINTEDKIKDKFEEI A FZIOREIVINOETAF=
JAEDEMAY TUVT

Kinetics of hydrogen-bonding of protein hydration water and
its dynamical coupling with protein dynamics

Hiroshi Nakagawa', Mikio Kataoka'* ("Japan Atomic Energy
Agency, Quantum Beam Science Directorate, *Nara Institute of
Science and Technology, Graduate School of Materials Science)
FINIVYREEES A EAVCRAB JUEERES VINIEIC
B DERENZNT MLDKIS K VREKEFEDOERA
Temperature and hydration effects of low-frequency spectra
of native and denatured proteins studied by terahertz time-
domain spectroscopy

Naoki Yamamoto', Atsuo Tamura®, Keisuke Tominagal’2
("Molecular Kobe
University, 2Graduate School of Science, Kobe University)
FEEMDAEIC LB 7 IVFIVAIVKR Y EEDKTFIE

Hydration Properties of Alkyl Carboxylate Series by

Photoscience Research Center,

Dielectric Relaxation Spectroscopy
Yangtian Wang, George Mogami, Tetsuichi Wazawa, Nobuyuki
Morimoto, Makoto Suzuki (Grad. Sch. Eng., Tohoku. Univ)

14:.00~16:10 F=B IBZ BEE 50 501  Room F: Sci. Bldg. B 5F 501

1F1400

1F1412

1F1424

1F1436

KEY-RE, 2B |
Photobiology: Vision & Photoreception |

YIVERRZERME D= RAFRN D SRR

ATR-FTIR study of monkey green-sensitive visual pigment 1F1448
Kota Katayamal, Yuji Furutani', Hiroo Imai®, Hideki Kandori'
(‘Department of ~Frontier Materials, Nagoya Institute of
Technology, 2Departmem of Life and Coordination-Complex

Molecular Science, Institute for Molecular Science, *Primate

Univ. Tokushima Grad.Sch.)

JO4F NI F—ORTV VY DKRGT 1 FZ I AN KRR
Spectroscopic study of photoreaction dynamics of
Groeobacter rhodopsin

Kumiko Nagata, Keiichi Inoue, Hideki Kandori (Nagoya Inst.
Of Technol.)

Research Institute, Kyoto University)
BRULEYIORTY VD SAXS HIE

fREH 15:00-15:10

SAXS measurements of purified octopus rhodopsin

Shingo Watanabel, Mitsuhiro Hiraiz, Tatsuo Iwasa'> ( 'CEDAR,
Muroran IT, *Grad. Sch. Eng., Gunma Univ., *Grad. Sch. Eng.,
Muroran IT)

F/TF4 RO ERAVEO RT Y EHFRMEICKD S VR
51— VB bR O LR

Comparative analysis of transducin activation by rhodopsin

1F1510

and cone pigments in nanodiscs TF1522
Keiichi Kojima, Ryo Maeda, Yasushi Imamoto, Takahiro
Yamashita, Yoshinori Shichida (Dept. Biophys., Grad. Sch. Sci.,
Kyoto Univ.)

BHEWMIFREA TV OpnsS EZDBLUAZEIVINIBEDS
FHIEE DR

Analysis of the molecular properties of vertebrate non-visual 1F1534
opsins, OpnS and Opn5-like protein

Takahiro Yamashita', Hideyo Ohuchi?, Sayuri Tomonari’, Sari
Fujita-Yanagibayashi', Kazumi Sakai', Sumihare Noji3 s

Yoshinori Shichida' ('Grad. Sch. Sci., Kyoto Univ., *Grad. Sch.

Med. Dent. Pharm. Sci., Okayama Univ., *Inst. Technol. Sci.,

—(S44)—

ASR @ Pro206 [FLFF—IUBEEXRIGZEHIEHT D

Pro206 of Anabaena sensory rhodopsin is responsible for the
isomeric composition of retinal and photochromism
Yoshitaka Kato', Akira Kawanabe?, Kwang-Hwan JungS, Hideki
Kandori' ('Grad. Sch. Eng., Nagoya Inst. Tech.,>Grad. Sch.
Med., Osaka Univ., 3Sogang Univ. Korea)

Large deformation of helix F upon formation of the M
intermediate of the azide-bound purple form of pharaonis
halorhodopsin

Taichi Nakanishi', Soun Kanada', Midori Murakami', Kunio
Thara, (‘Grad.  Sch, Sci.,
Nagoya, 2Center for Gene Research., Univ. Nagoya)
TV U—-ORIVVII-FSYRF1—-—BEHOLEYZa
L—oaVICKDBASHICENEBEREE M PREFEDER

Differences between the ground state and the M-

Tsutomu Kouyama' Univ.

intermediate of Sensory Rhodopsin II-Transducer complex
revealed by comparative simulations
Koro Nishikata'?, Mitsunori Ikeguchil, Akinori  Kidera'?



1F1546

1F1558

(‘Grad. Sch. of Nanobioscience, Yokohama City Univ., *Research
Program for Computational Science, RIKEN, *Bioinformatics And
Systems Engineering division (BASE), RIKEN)

Effect of potential on the photo reaction of Sensory rhodopsin
II monolayer studied by Surface Enhanced IR absorption
Spectroscopy

Kenichi Ataka, Joachim Heberle (Freie Universitaet Berlin,
Fachbereich Physik)

In-situ XERHEE NMR [C KD AZBREAEDOHFHIRED
fzEA

Light activated states of photoreceptor membrane proteins as
revealed by in-situ photo-irradiated solid-state NMR

Akira Naito', Yuya Tomonagal, Tetsurou Hidaka', Yusuke
Shibafujil, Yoshiteru Makino', Izuru Kawamural, Yuki Sudoz,
Akimori Wada®, Takashi Okitsu®, Naoki Kamo® (lGraduate
School of Engineering, Yokohama National University, >Graduate
School of Science, Nagoya University, *Kobe Pharmaceutical

University, 4Matsuyama University)

14:00~16:22 G =iz BEEBEE 2k 212 Room G: Sci. bldg. B 2F 212

1G1400

1G1412

1G1424

1G1436

1G1448

fRRREY IR |
Cell Biology |

Larger Intercellular Adhesion Strength Generates More
Coherent and Directional Multicellular Movement

- Measurement and Simulation

Tsuyoshi Hirashima', Takanori Iinoz, Yoichiroh Hosokawaz,

Masaharu Nagayama3 4 (]Anatomy and Developmental Biology,

Faculty of Medicine, Kyoto University, >Graduate School of

Materials Science, Nara Institute of Science and Technology,
3Research Institute for Electronic Science, Hokkaido University,
“CREST, Japan Science and Technology Agency)

GPI 7 VAh—BS I NIBEDEERREI AV —35T MEE
{b - EEEDT=HDRNENITH S

Transient GPI-anchored protein homodimers are units for
raft organization and function

Kenichi G. N. Suzuki', Rinshi S. Kasai', Koichiro M.
Hirosawa', Yuri L. Nemoto', Munenori Ishibashi', Yoshihiro
Miwa?, Takahiro K. Fujiwaral, Akihiro Kusumi' ('iCeMS, Kyoto
Univ., *Dept. Pharmacol., Univ. Tsukuba)
F/BNIVATERISFHRMEBZ ML R & UTIER L TRIRRINTZ
SlERTY

Nanosecond pulsed electric fields act as a novel cellular stress
that induces translational suppression

Ken-ichi Yano, Keiko Morotomi-Yano (Bioelectrics Res. Center,
Kumamoto Univ.)

HERETIVEAW I YBEaBREYZab—YaYy
Simulation study on Golgi reassembly process based on
elastic membrane model

Masashi Tachikawa, Atsushi Mochizuki (Theoretical Biology
Laboratory, ASI, RIKEN)

Analysis of cell behavior near silicon based micro-scale pore
Yo Otsuka', Shinya Murakami', Manabu Sugimotol, Toshiyuki
Mitsui® (‘Grad. Sch. Sci., Aogaku Univ, *dssoc. Sci., Aogaku
Univ)

fREE 15:00-15:10

1G1510

BAF/RAO0E-—LBHICKDINARAI VT —RETHEEEN
VI FIVTEHIB DA

1G1522

1G1534

1G1546

1G1558

1G1610

Mechanisms of signal transduction activated by heavy-ion
microbeam induced bystander responses

Masanori Tomita'!, Hideki Matsumoto®, Tomoo Funayama3 R
Yuichiro Yokota3, Kensuke Otsuka', Munetoshi Maeda"4, Yasuhiko
Kobayashi® ('Radiat. Safety Res. Cent., CRIEPI, *Biomed. Imaging
Res. Cent., Univ. Fukui, 3QuBS, JAEA, “R&D, WERC)
HFBRBOBLEFRRE/INY -V OELICH I IREFESTOZE
Effects of conformational fluctuation of chromosomes in
budding yeast on the pattern of gene expression

Naoko Tokuda, Masaki Sasai (Grad. Sch. Eng., Univ. Nagoya)
AIBCERVY AT LD —D 1 ViElL

Darwinian Evolution of artificial self-replication system
Norikazu Ichihashi'?, Tetsuya Yomo'?? ('JST ERATO,
2Graduate School of Information Science and Technology, Osaka
University, *Graduate School of Frontier Bioscience, Osaka
University)

SRENERES N ZE AVWCIHZERERICKD LI F 1 RE
BIEDORISTRER

Nuclear translocation analysis of glucocorticoid receptor by
spatiotemporal analysis with multipoint fluorescence
correlation spectroscopy

Johtaro Yamamoto, Masataka Kinjo (Fuc. Adv. Life Sci.,
Hokkaido Univ.)

HHEAA FRET A X—Y YV J[C KD EHUES VI E RAF DIE
i&E& EGF EDHEBAET

Correlation between the molecular conformation and EGF
response of RAF by FRET imaging in individual cells

Kayo Hibino', Masahiro Ueda', Yasushi Sako® ('RIKEN,
OBiC, *RIKEN, ASI)

1 3FFRT 4 OVRABRICKEDREN. ALUF21UYE ErbB
FVINNIEDT(FZ v IICE(LT HHEEIEA

Interaction between heregulin and ErbB proteins varies
dynamically shown by single-molecule kinetic analysis in living
cells

Michio Hiroshimal’z, Yuko Saeki® , Mariko Okada—Hatakeyama3 N
Yasushi Sako' ('RIKEN ASI, >RIKEN QBiC, *RIKEN RCAI)

14:00~16:22 H=5 BF CE 5/ 517 ~ Room H: Sci. bldg. C 5F 517

1H1400

INAFAAR=TI VT
Bioimaging

SAY—EREERESE (ccRICS) ZRAWVSE DNA T3t
9 SHHREARAEIEE DREIR(E

Visualization of intracellular defense system against
exogenous DNAs by using cross-correlation raster image
correlation spectroscopy

TH1412

—(845)—

Akira Sasaki, Masataka Kinjo (Fac. Adv. Life Sci., Hokkaido
Univ.)

Non-invasive in vivo imaging of vesicle movement in
neutrophils in mouse ear

Kenji Kikushima, Sayaka Kita, Hideo Higuchi (Dept of Phys,



1H1424

1H1436

1H1448

School of Science, The Univ. of Tokyo)

IEESERZAV: T MlEEHED 1 3FA X—I VIR
Single molecule analysis of T cell activation with stimulatory
lipid bilayers by live cell imaging

Yuma Ito'?, Hirofumi Oyama"z, Kumiko Sakata—Sogawal’z,
Makio Tokunaga'? ('Grad. Sch. Biosci. Biotech., Tokyo Inst.
Tech., >RCAI, RIKEN)

GTP HRBERETF Sos DEMEE—2 FEHA

Single molecule imaging of guanine nucleotide exchange
factor Sos in living cells

Yuki ('"RIKEN  sako
laboratory, *Osaka university Yanagida lab)

UAY RBEELREB 27 RLFUVEBREDESFEHI 1V —13=
BFEGIVNIBEDY—VF—N—ZINET S : 2 BEIK 1 5F
HEICKDAE

Single-molecule imaging revealed acceleration of trimeric

12 . .
Nakamura ™ celluar  informatics

G-protein turnover by transient dimerization of liganded
P2adrenergic receptor

Rinshi Kasai', Takahiro Fujiwaraz, Akihiro Kusumi'*? ( Unst.
For Frontier Med. Sci., Kyoto Univ., 2WPI-iCeMS, Kyoto Univ.)

fKEH 15:00-15:10

TH1510

TH1522

14:00~16:22

111400

11412

111424

111436

NFEHER & FARRETHEEEE AFM

High-speed AFM combined with optical microscopy

Shingo Fukuda, Takayuki Uchihashi, Toshio Ando (Depertment
of Mathmatics and Physics, Grad School of Natural Science and
Technology Kanazawa Univ)

High-speed AFM observation of intrinsically disordered
proteins (NTAIL-GFP, PNT-GFP and SIC1-GFP)

Sujit Kumar Dora', Kodera Noriyuki', David Bloquel®, Johnny
Habchi®, Antoine Gruet®, Sonia Longhiz, Toshio Ando' (lBio
AFM frontier research center,
University, 2AFMB Laboratory,

Institute of physics and

mathematics, Kanazawa

University of Aix-Marseille)

EaEREE, \A1AIYI—rPUyo
Bioinformatics & Bioengineering

Analyzing the conservation of the folding nucleuses among
the Ferredoxin-like fold in their amino acids sequence
Masanari Matsuoka, Takeshi Kikuchi (Dept. Bioinf., Coll. Life
Sci., Ritsumeikan Univ.)

RNA &5 VNOBOHEERICSIT DY VIO BIBEELDT—
IN—RER

Database analysis of the degree of protein conformational
changes in RNA-protein interactions

Chihiro Kubota', Kei Yura'*? ('Graduate School of Humanities
and Sciences, Ochanomizu University, *Center for Informational
Biology, Ochanomizu University, 3Center of Simulation Sciences,
Ochanomizu University)

KARZEMEI VINVEDT—IX—Z IDEAL DIESE
Construction of IDEAL database for the investigation of
intrinsically disordered proteins

Takayuki Amemiya', Shigetaka Sakamoto®, Yukiko Nobe',
Seiko D. Murakami', Kazuo Hosoda®, Ryotaro Koike', Hidekazu
Hiroaki®, Motonori Ota', Satoshi Fukuchi® ('Grad. Schl of Info.
Sci., 2HOLONICS Co., Ltd., 3Fac. Engr., Maebashi
Tech., *Grad. Schl of Pharm. Sci., Nagoya Univ.)
Computational analysis of protean segments (ProSs) in

Ins.

intrinsically disordered proteins (IDPs)

1H1534

TH1546

TH1558

TH1610

111448

(IHEZEE F IR A O ER L AEHR

Anti-charging Phase Plates for Phase Contrast Electron
Microscopy

Kuniaki Nagayama', Toshiyuki Itoh?, Yoko Kayamaz, Zenpei
Saitoh?, Yukinori Nagatanil, Yoshihiro Arai’, Masahiro Ohara',
Noriko Kai®, Kazuyoshi Murata' ('National Institute for
Physiological Sciences, *Terabase Inc.)

500kV LinacTEM DR

Development of the S00kV Linac TEM

Yukinori Nagatanil, Yoshihiro Arai?, Takumi SannomiyaB, Tadao
Shirai®, Ryuzo Aihara®, Giichi Iijimaz, Kuniaki Nagayama1
('National Inst. Physiological Sci., *Terabase Inc., *Tokyo Inst.
Tech., *RTS)

HEBEHEBEENY —RIVERY B AERBZRAVCIILFE—S
IVHIRRA X =TIV T

Multimodal cellular imaging with light microscopy and
cathodoluminescence microscopy

Hirohiko Niioka!, Taichi Furukawa’, Masayoshi Ichimiya3,
Tomohiro Nagata4, Masaaki Ashidaz, Tsutomu Arakiz, Mamoru
Hashimoto? ('Inst. for NanoSci. Design, Osaka Univ., *Eng. Sci.,
Osaka Univ., *Osaka Dental Univ., *Tsukuba Institute for Super
Materials, ULVAC Inc.)

BRI VINVEDIBED'S in situ DEEEXT : EEZFEALT
From purified protein structures to in situ structures using
EM

Naoyuli Miyazakil‘z, Mineo Iseki’, Koji Hasegawa4, Akihiro
Narita®, Shinichi Adachi®, Masakatsu Watanabe’, Kenji Iwasaki'
(‘Institute for Protein Research, Osaka University, *National
Institute for Physiological Sciences, 3Pharmaceutical  sciences,
Toho University, 4AdvanceSoﬁ Corp., >Structural Biology Research
Center, Nagoya University, ®Institute of Materials Structure
Science, High Energy Accelerator Research Organization
(KEK), "The Graduate School for the Creation of New Photonics

Industries)

=15 B2 ESE 16131 Room |: Sci. bldg. E 1F 131

Divya Shajil, Takayuki Amemiyal, Satoshi Fukuchi®, Motonori
Ota'
University, Japan, *Faculty of Engineering, Maebashi Institute of

1 . . .
('Graduate school of information science, Nagoya

Technology, Japan)

MODIC: a novel ab inito identification system of
transcription factor binding motifs in genome DNA sequences
Masaru Tateno', Ryo Nakaki’, Jiyoung Kang® ('Grad. Sch.
Sci., Univ. Hyogo, *Grad. Sch. Pure and Appl. Sci., Univ.
Tsukuba)

R 15:00-15:10

111510

111522

111534

—(846)—

Interaction of DNA molecules with nanopore studied by
fluorescence microscopy

Genki Ando', Kazuteru Yamadaz, Toshiyuki Mitsui'? (lGrad.
Mat.Sci., Univ. Aoyama, 2Phys., Univ. Aoyama)

S2HAF DNA STEICAIT BN EE DNA SRl X T LOEE
Construction of a nucleic-acid-responsive DNA synthesis
system for diagnostic DNA-based computing

Ken Komiya, Asako Kobayashi, Masayuki Yamamura (Interdis.
Grad. Sch. of Sci. and Engi., Tokyo Tech.)

DNA scaffold logic: logic operation on molecular inputs using



111546

FRET cascades

Takahiro Nishimura', Yusuke Ogural, Hirotsugu Yamamoto?,
Kenji Yamada®, Jun Tanida® ('Osaka University, *The University
of Tokushima, 3Osaka University)

BFERIC L DEEMETMRANDRABEREOLODOY 7010
T5INA ADER

Observation of parasite invasion with the micro-fabricated
device

Tetsuhiko Teshima', Hiroaki Onoe], Kaori Kuribayashi-
Shigetomi', Hiroka Hirotaka Kanuka®, Shoji
Takeuchi' ('The Institue of Industrial Science, *Jikei University
School of Medicine)

2
Aonuma”,

111558

111610

—(847)—

EBETE Shewanella |ICH13 DHEVIFIRICHO BT L HIHITE
Electrochemical regulation of bacterial respiratory activity of
Shewanella, a dissimilatory metal reducing bacteria

Shoichi Matsuda], Huan Liu3, Shuji Nakanishiz, Kazuhito
Hashimoto*? ("Grad. Sch. Engr., Univ. Tokyo, RCAST, Univ.
Tokyo, >ERATO/JST)

Spatiotemporal control of cell motility in nano- to micro-
scale topographical environment

Hiromi Miyoshi', Hiroyoshi Aoki', Jungmyoung Ju', Sang Min
Lee?, Jong Soo Ko? Yutaka Yamagata' ('ASI, RIKEN, *Grad.
Sch. Mech. Eng., Pusan National Univ.)



£2HB (9A23H (H))  Day2(Sep. 23, Sun.)

PNFE—I—I: 1=
Molecular Motors Il: Dynein

2A1400 ISAFEBFRIEI ST« —ZRAVHRPERI VINVES K

UE—5—5 I\ EDOFHSEIIEERT

Observation of intracellular cytoskeleton and motor protein
in the non-invasive cells with electron cryo-tomography
Shinji Aramaki', Kazuhiro Aoyama®>, Kota Mayanagi®, Takuo

Yasunaga' ('Dept. of Bioscience and Bioinformatics, Grad.

School of Computer Sci. and Sys. Eng., Kyushu Inst. of

Tech., *FEI Company Japan Ltd., Application Lab., *Grad.

School of Frontier Biosciences, Osaka Univ., *“Medical Inst. of

Bioregulation, Kyushu Univ.)

2A1412 ISAFEBFRIEIS T4 —ZRVI S Z REFRERIES

AZVICBIFIBDAY0OF T4 V5 LC2 DR

Detection of metallothionein-tagged LC2 on chlamydomonas

axonemal ODA by electron cryo-tomography

Mingyue Jin'*, Haru-aki Yanagisawa’, Kotaro Koyasako'?,
Ritsu Kamiya®, Kota Mayanagi®*, Takuo Yasunaga'* ('Dep.
Biosci. Bioinf., Inst. Tech. Kyushu, 2Dep. Biol. Sci., Grad. Sch.
Sci., Univ. Tokyo, 3Div. Struct. Biol., Med. Inst. Bioreg., Univ.
Kyushu, *JST)

2A1424 ISAAEFEMBPEEXIOFFRA U SNIVERWCERIEE

()4

Elucidation of Axoneme architecture by cryo-electron
microscopy and metallothionein labeling

Reiko Chijimatsu', Mingyue Jin'? Takuo Yasunaga'?
("Kyushu Institute of Technology, *JST)

2A1436 BFRPEI ST —EICIDHASHITHE D, LIST [CKBHE

BY 1 OEESEEREA =X L

Regulation of cytoplasmic dynein-motility on microtubules by
LIS1 revealed by electron-computed tomography

Shiori Toba', Kotaro Koyasako“, Shinji Hirotsune', Takuo
Yasunaga™* ('Dept. Genetic Disease Research, Osaka City Univ.
Grad. Sch. of Medicine, *Dept. Bioscience & Bioinformatics,
Faculty of Computer Science and Systems Engineering, Kyushu

Inst. Tech., >JST-SENTAN, *JST-CREST)

2A1448 R IULFF FREICKEFLICT 1 =03 FOREZE(L

Nucleotide-dependent morphological change of cytoplasmic
dynein
Muneyoshi Ichikawa, Kei Saito, Takayuki Torisawa, Keitaro

BOE-HBSHKAEER || - 1B5R, HSE

14:00~16:10 A =15 BZFEeE 1 M iREB - FBAR—JU. Room A: Sci. south bldg. 1F Sakata Hirata Hall

Shibata, Yuta Watanabe, Tomonori Hata, Yoko Toyoshima (Grad.
Sch. of Arts & Sci., Univ. of Tokyo)

fRE 15:00-15:10

2A1510

2A1522

2A1534

2A1546

2A1558

2A1610

AR OEEEEERIIHRESY 1 = OEFRHISEE [CUEIFL
A direct interaction between dynein two heads is not
necessary for processive movements of dynein

Keitaro Shibata, Yui Utsumi, Takayuki Torisawa, Yoko
Toyoshima (Dept. Life Sci., Grad. Sch. Arts and Sci., Univ.
Tokyo)
HEBEEFEFCOE MARES A=V DXh/ TZhIVTL IV
The mechanochemical cycle of human cytoplasmic dynein
under external force

Taketoshi Kambara', Yoshiaki Motoshi Kayal,
Tomohiro Shimaz, Hideo Higuchi1 ( 'Grad. Sch. Sci., Univ.
Tokyo, >OBiC, Riken)

Rotation of microtubules driven by Tetrahymena 22S outer

-1
Tani

arm dynein and its sub-particles

Shin Yamaguchi, Yoko Toyoshima, Junichiro Yajima (Dept Life
Sciences, Graduate School of Arts and Sciences, Univ. of Tokyo.)
IHPLAEHIRE Y 1« — VH—H AN ZEE I HRIBICDONT

The mechanism of the transition from diffusion to directed
movement in mammalian cytoplasmic dynein

Takayuki Torisawa', Furuta Ken'ya’, Muneyoshi Ichikawa',
Yoko Toyoshima' (‘Depr Life Sciences, Graduate School of Arts
and Sciences, the Univ of Tokyo, 2Bio ICT lab, NICT)

B AEREICHT DHMIESY 1 = DS HE(L

The dynamic change of the distribution of cytoplasmic dynein
during skeletal muscle differentiation process

Takuya Kobayashi, Motoshi Kaya, Hideo Higuchi (Department
of physics, Graduate school of science, The university of Tokyo)
¥4 =V 75T 5 — Bicaudal-D2 OHffBEAMKEFNZIRBED
DFHE

Molecular mechanism of cell-cycle dependent nuclear
envelope localization of Bicaudal-D2

Takashi Murayama, Hiroki Ota, Takashi Sakurai (Dept.
Pharmacol., Juntendo Univ. Sch. Med.)

14:00~16:22 B =15 ZoHIBRIZFE 5 b5 509 ~ Room B: Mathematics bldg. 5F 509

Proteins: Structure & Function ll: Theory, Aggregation

2B1400 B—7=/ERT VY vIVISOBREEHENTF FOEEFAN

DA

Improvement of the Single Amino Acid Potential Force Field
and the Application to Structure Prediction of Short Peptides
Michio Iwaoka, Kenichi Dedachi, Taku Shimosato, Toshiya
Minezaki (Tokai Univ)

2B1412 FvY—H— - INSy HERZRAVNTF RRODINZYTU

vy

Path sampling for small peptide systems using the Onsager-

Machlup action method

Hiroshi Fujisaki'?, Yasuhiro Matsunaga®, Akinori Kidera®
("Nippon Medical School, *RIKEN, *Yokohama City University)

2B1424

2B1436

2B1448

—(848)—

EEEROY I 2 b—Y 3 VOEMNTE— RER

Relaxation mode analysis for simulations of protein systems
Ayori Mitsutake, Toshiki Nagai, Hiroshi Takano (Keio Univ.)
A multi-body potential for normal mode analysis of protein
structure

Bhaskar Dasgupta, Narutoshi Kamiya, Haruki Nakamura, Akira
Kinjo (Institute for Protein Research, Osaka University)

FOF VEEANDIT ¢ U Y OB ENES O HEET IVOMER
A theoretical model of cooperative binding of cofilin to actin
filaments

Shotaro Sakakibara®, Kimihide Hayakawal, Hitoshi Tatsumi?,
Masahiro Sokabe'? ('FIRST Research Center for Innovative



Nanobiodevice, Univ. Nagoya, *Grad. Sch. Med., Univ. Nagoya)

fREE 15:00-15:10

2B1510

2B15622

2B1534

UYF—LZFPROF7Z0ORYENITF R

Amyloidogenic Peptides from Hen Lysozyme

Hideki Tachibana'?, Masao Fujisawa1’3, Ryohei Kono>?, Minoru
Kato* ('Sch Biol-Oriented Sci Tech, Kinki Univ, >Wakayama Med
Univ, 3High Press Prot Res Center, Kinki Univ, 4Coll Pharm Sci,
Ritsumeikan Univ)

Effects of raft components on the membrane-mediated
aggregation of IAPP

Kenji Sasahara (Kobe University)

FVINTEDEFAL Ry I ARRICERTE LU TRIE D EEFZRM
TRIANZALEZDRBZNEER

Redox environment is an intracellular factor to operate
distinct pathways for protein aggregation

Yoshiaki Furukawa (Dept. of Chemistry, Keio Univ.)

2B1546

2B1558

2B1610

Y P AOVICEFLIEL SOD1 BEROF(EFIEX =X L

A copper chaperone-independent mechanism for activation
of Cu, Zn-superoxide dismutase

Yasuyuki Sakurai, Yoshiaki Furukawa (Dept. of Chem, Keio
Univ.)

YN EERFDREZHHTD MEREEM] OXHN=X L
A mechanism controlling the morphologies of protein
aggregates by “post-aggregation oxidation”

Yasushi Mitomi], Takao Nomura', Masaru Kurosawa2,
Nobuyuki Nukina®, Yoshiaki Furukawa' ('Dept. of Chem, Keio
Univ., >RIKEN Brain Science Institute)

JZAIT 4 MEEDHEIRZ IC L DTN SOD1 U I —DFir
BRZEA N =X s — BERIEHRRELEIC B3 3 5 FRIZZE(L
Destabilization of SOD1 facilitates abnormal scrambling of
its disulfide bond in the familial form of amyotrophic lateral
sclerosis

Keisuke Toichi, Yoshiaki Furukawa (Dept. of Chem, Keio Univ.)

14:00~16:22 C &l ZTHIBRIZHR 4 B 409 ~ Room C: Mathematics bldg. 4F 409

2C1400

2C1412

2C1424

2C1436

2C1448

KIBEY=
Mathematical Biology

A Brownian particle undergoing reversible binding in a
surface: exact theoretical results and an application in single
molecule biophysics

Ziya Kalay (Institute for Integrated Cell-Material Sciences,
Kyoto University)

Single-particle-level simulation reveals effects of molecular
crowding on biochemical signaling response

Kazunari Kaizu, Koichi Takahashi (Laboratory for Biochemical
Simulation, RIKEN Quantitative Biology Center (QBiC))

2 DDE— by 3 v IRBRICHIT B RIGHEBDLEE

Conflicted dissociation constant in two reaction mechanisms
for heat shock response

Masayo Inoue', Ala Trusina’, Namiko Mitarai®, Kim Sneppen’
(‘CMC, Osaka Univ., *CMOL, NBI)

Mathematical analysis for vascular and spot patterns by
auxin and PIN dynamics in plant development

Yoshinori Hayakawal’z, Atsushi Mochizuki'? ('T: okyo Institute
of Technology, *Wako Inst., Riken)

Modeling wave propagation dynamics in MDCK wound
healing assay

Yusuke Sawabu', Masaharu Nagayamaz, Takashi Miura®,
Hiroyuki Kitahata* ("Inst. of Nat. Sci. and Tech., Kanazawa
Univ., *Res. Inst. for Elect. Sci. Hokkaido Univ., *Kyoto Univ.
Grad. Sch. Of Med., *Dept. of Phys., Chiba Univ., Grad. Sch. of
Sci.)

fREE 15:00-15:10

2C1510

14:12~16:10

2D1412

CA EFIICL DB T /INOTUT ORERRES (T2
A D

Analysis of the internal dynamics for pattern formation in
multi cellular cyanobacteria by CA model

stl
Measurements

I SAFEBFRIMEI ST « —ITxT DB RRRER AT

Super-resolution cryo-electron tomography

2C1522

2C1534

2C1546

2C1558

2C1610

—(849)—

Jun-ichi lshiharal’z, Masashi Tachikawaz, Hideo Iwasaki',

Atsushi Mochizuki® (]Grad.Sci.Eng., Waseda Univ., *Wako Inst.,
RIKEN)

Modeling the mammalian circadian clock

Craig Jolley, Hiroki Ueda (RIKEN Center for Developmental
Biology, Laboratory for Systems Biology)

Determining the ratio of longitudinal to transverse
conductivity in a cardiac tissue culture through application
of FFP

Marcel Hoerning', Seiji Tagaki’, Kenichi Yoshikawa®*
("RIKEN, Center for Developmental Biology, Physical Biology
Unit, *Hokkaido University, Research Institute for Electronic
Science, *Doshisha  University, Life and Medical Sciences,
“Kyoto University, Department of Physics)

KB ERHIRIICSIF D ClI A OBEETIV

Mathematical model of CI” secretion in airway epithelial cells
Kouhei Sasamotol, Naomi Niisato>? , Yoshinori Marunaka®>
(‘Undergraduate  Student, Univ.
Med., *Molecular Cell Physiology, Kyoto Prefectural Univ.
Med., *Japan Institute for Food Education and Health, Heian
Jogakuin (St. Agnes') Univ.)

IS—HAHZb0OT 1—Ick? HIV-1 BHESEORIRBECAT
tiiE

A Study on a Self-Destruction Process of a HIV-1
Quasispecies Population through the Error Catastrophe
Kouji Harada (Toyohashi Univ. of Tech. Dept. of Comp. Sci.
and Eng.)

Characterization of Death and Division Process in Synthetic

Kyoto Prefectural

Bacterial Population with Antibiotic Treatment

Takashi Nozoe', Reiko Okura', Yuichi Wakamoto*> (ledA
Sch. Arts and Sci., Univ. Tokyo, *Research Center for Complex
Systems Biology, Univ of Tokyo, 3JST PRESTO)

D =i ZoHIBERIEEE 3 M 309  Room D: Mathematics bldg. 3F 309

Ryuzo Azuma'?, Takuo Yasunaga'? ('Grad. Sch. of Comp. Sc.
& Eng., Dept. of Biosc. & Bioinfo., Kyushu Inst. of Tech., 2JST)



2D1424 TEEMMRBEHERCKIDEMBICSIT DT/ AT —ILORARE(LDIE

RBETAV—MAA=IVT

Label-free and video-rate imaging of live cell membrane
motion in the nanometer-scale by quantitative phase
microscope

Toyohiko Yamauchi', Takashi Sakurai’, Hidenao Iwai', Yutaka
Yamashita' (‘Hamamatsu Photonics, *EIIRIS, Toyohashi Univ.
of Tech.)

2D1436 S VHNZERVICEERIRGIC LS~ OREDFE

Evaluation of Ultrasound Irradiation effects on Cells by using
Raman Spectroscopy

Manabu Sugimoto', Yo Otsuka', Shinya Murakami', Toshiyuki
Mitsui? ('Grad. Sci Eng., Aogaku Univ, *Assoc Prof, Aogaku
Univ)

2D1448 [EiGEEE 7-E ROFV-4-XFIVITUVZRAVWCEE EBNHE

LD 7 VEZT DRI

Two dimensional ammonia sensing by measurement of mass
and fluorescence using 7-hydroxy-4-methylcoumarin film and
fatty acid

Yuta Ando, Masahiro Terashita, Ryohei Matsueda, Yutaka
Tsujiuchi (Department of Material Science and Engineering,
Alkita University)

fREE 15:00-15:10

2D1510 4 VErODLSEFADHOOEHRRSR Y bT—I OREKHE

SNEBI 5 E LZBMNIEERED S5 T O

Evaluation of temporal fluctuation and spatial fluctuation on
cardiomyocyte network for in vitro predictive cardiotoxicity
measurement

Tomoyo Hamada, Fumimasa Nomura, Tomoyuki Kaneko, Kenji

E2B8E-YK |
Proteins: Property I

2E1400 AFM ZRAWcHROZFAJ0EYD—3FHEEAICELDT Y

T3—=IVT 1 VI RBDER

Mechanical unfolding pathways of holo-myoglobin explored
by AFM-based single molecule force spectroscopy

Aya Yoshida, Masaru Kawakami (Materials Sci, JAIST)

2E1412 FEERTO—JHEHEZAVWENREF psS3 O—5FiEEmEn

Single-molecule structural analysis of tumor suppressor p53

using scanning probe microscopes

Seiya Takahashil, Yasuyuki Sainool, Risa Kashimaz, Takashi
Tokino®, Tadahiro Komeda', Satoshi Takahashi', Kiyoto
Kamagata' (‘IMRAM, Tohoku Univ., *Univ. California, *Res.
Inst. Front. Med., Sapporo Med. Univ. Sch. Med.)

2E1424 EEMERETTOEMLIFY 1 DRHSY by RisEEEN

B-Galactoside-binding activity of human galectin-1 at basic pH
Hirotsugu Hiramatsu, Tomohide Nishino, Hideo Takeuchi
(Graduate  School Tohoku
University)

of Pharmaceutical  Sciences,

2E1436 A Molecular Mechanism of Induced-fit of U1A Protein

Ikuo Kurisaki'?, Masayoshi Takayanagil'z, Masataka
Nagaoka'? ('Grad. Sch. Info. Sci. Univ. Nagoya, >*CREST, JST)

2E1448 Single mutation on a loop alters the key dynamics of the core,

but not the average structure

Akihiro Maeno', Sunilkumar P.N.', Yuji Wada®, Eiji Ohmac?,
Shin-ichi ~Tate?, Kazuyuki Akasaka' ('HPPRC, Kinki
Univ., >Grad. Sch. Sci., Univ. Hiroshima)

2D1522

2D1534

2D1546

2D1558

Yasuda (Institute of Biomaterials and Bioengineering, Tokyo
Medical and Dental University)

SACLA 81 2IEERMUTFOEE X REFA XA —IVITRR
Cryogenic Coherent X-ray Diffraction Imaging of
non-crystalline particles at SACLA

Masayoshi Nakasako', Yuki Takayama'? Tomotaka Oroguchi'?,
Yuki Sekiguchil’z, Masaki Yamamoto®, Koji Yonekura®, Takaaki
Hikima?, Saori Maki-Yonekura®, Yukio Takahashi®, Akihiro Suzuki’,
Sachihiro Matsunaga4, Shoichi Kato4, Takahiko  Hoshi®
(lDepartmem of Physics, Keio University, RIKEN SPring-8 Center,
RIKEN Harima Institute, 3Deparlment of Precision Science and
School Osaka
University, *Department of Applied Biological Science, Faculty of

Technology, — Graduate of  Engineering,
Science and Technology, Tokyo University of Science, *Kohzu
Precision Co.,Ltd.)

A protocol for structure analysis of non-crystalline particles
with X-ray free electron laser

Tomotaka Oroguchi, Masayoshi Nakasako (Department of
Physics, Faculty of Science and Technology, Keio University)
AF VAV O 5 AFEHERIC K DHIIRE S T DHE
Fluctuation of cell membrane investigated by ion
conductance microscopy

Yusuke Mizutani?, Satoshi Ichikawa', Zen Ishikura', Takaharu
Okajima' ('Grad. Sch. Inform. Sci. Tech., Hokkaido
Univ., *Grad. Sch. Life Sci., Hokkaido Univ.)

Relationship between Intercellular Adhesion Strength and
Communication Detected by Femtosecond Laser-induced
Impulsive Force

Takanori Iino!, Man Hagiyamaz, Tadahide Furuno3, Akihiko
Ito®, Yoichiroh Hosokawa' ('Nara Institute of Science and

Technology, 2Kinki University, >Adichi Gakuin University)

14:00~16:22 E=i5 ZoHIBRIZHR 1 B 109  Room E: Mathematics bldg. 1F 109

fREH 15:00-15:10

2E1510

2E1522

2E1534

2E1546

—(850)—

E FMEEERESEAFORELICEII ESTOERHEICDONT
The effect of flexibility on the stability of Human Leucocyte
Antigen

Sacko Yanaka', Kenjji Sugase’, Takamasa Ueno®, Kouhei
Tsumoto' (lMed. Genome Sci., Grad. Sch. Frontier Sci., the Univ.
of Tokyo, 2Suntory Institue for Bioorganic research, 3Center for
AIDS Research, Kumamoto Univ.)

Cavity-dependent dynamics of c-Myb R2R3 revealed by high-
pressure fluorescence and NMR spectroscopy

Satomi Inaba', Akihiro Maeno®, Hisayuki Morii’, Harumi
Fukada®, Kazuyuki Akasaka®, Masayuki Oda' ('Grad. Sch. of
Life and Environ. Sci., Kyoto Pref. Univ., *High Pressure Protein
Res. Center, Kinki Univ., >Biomed. Res. Inst., Natl. Inst. Adv. Ind.
Sci. Technol., *Grad. Sch. of Life and Environ. Sci., Osaka Pref.
Univ.)

B#i{k BPTI ICRS UeNTF RRYITBRIIZAV T = /BB
EMEDAIE

Analysis of amino acid contributions to protein solubility
using short peptide tags fused to a simplified BPTI variant
Yutaka Kuroda', Alam, M. Khan', Mohammad, M. Islam'?
("Dept of Biotech and Life Sci, TUAT, 2Dept of Mol Biol and
Biochem, Chittagon University)

Protein Aggregation Kinetics Using Short Amino acid



Peptide Tags

Monsur A. Khan', Mohammad M. Islam'? Yutaka Kuroda'
(" Tokyo University of Agriculture and Technology, *University of
Chittagong, Bangladesh)

2E1558 Protein specific partial charges by Ab-initio fragment

2E1610

Le Chang, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)
Regulatory Mechanism of the fluorescence emission from
Green Fluorescent Protein Chromophore

Jumpei Torii, Shoji Yamashita, Etsuko Nishimoto (/nstitute of

Biophysics, Faculty of Agriculture, Graduate school of Kyushu

molecular orbital method for more accurate protein University)
simulations
14:00~16:10 F=¥% EBXBEE 5 501 ~ Room F: Sci. bldg. B 5F 501

HEY-RE, XZE |
Photobiology: Vision & Photoreception

2F1400 =ZEFEFLFHECLDIUFF—ILY VIO EORNERHIEHEE

B

Full-Quantum Chemical Calculations of the Absorption
Maxima of Retinal Proteins

Tomohiko Hayashil, Azuma Matsuura®, Hiroyuki Sato®, Minoru
Sakurai' ('Center for Biological Resources and Informatics,
Tokyo Institute of Technology, ’F wjitsu Laboratories, Ltd.)

2F1412 JOFF0RITVVICSITHMEERIL—-TOERLBS ik

HRRHEFA D =X L

Mechanism of color change of proteorhodopsin by mutations
at distant cytoplasmic loop

Yuya Ozaki!, Rei Abe-Yoshizumi', Susumu Yoshizawaz,
Kazuhiro Kogure?, Hideki Kandori' (‘Grad. Sch. Eng., Nagoya
Inst. Tech, >AORI, Univ. Tokyo)

2F1522

Time-resolved study on photoreaction dynamics of full-
length phototropin from Chlamydomonas reinhardtii
Yusuke Nakasone', Koji Okajimaz, Yusuke Aihara®, Akira
Nagatani®, Satoru Tokutomi?, Masahide Terazima' ('Grad.
Chem. Sci, Kyoto Univ., ’Grad. Sci, Osaka
Univ., *Grad. Biol. Sci, Kyoto Univ.)

N R7 = /BHBEDOHER AppA BLUF RXAVDREFSN
rUT T 7 VERBDUBEICHEULIFL

N-Terminal Truncation Does Not Affect the Location of a

Prefecture

Conserved Tryptophan in the BLUF Domain of AppA from
Rhodobacter sphaeroide

Masashi Unno', Yuuki Tsukijil, Kenshuke Kubota', Shinji
Masuda®? (lDepart. Chem. Appl. Chem., Saga University, Center

for BioRes. & Inform., Tokyo Inst. Tech., 3PRSTO, JST)

2F1424 F A5 5V INJE%Z B fc Rhodobacter capsulatus HH3E 2F1534  Substrate-Dependent Measurement Revealed Different
Photoactive Yellow Protein OMHE{ERERIDAFEA Protein Conformations on Photoactivation and DNA Repair
Analysis of interaction sites on the Photoactive Yellow of E. coli CPD Photolyase
Protein of Rhodobacter capsulatus with chimeric proteins I Made Mahaputra Wijayal, Yu Zhangl, Junpei Yamamoto?,
Mayu Shimad, Yoichi Yamazaki, Hironari Kamikubo, Mariko Kenichi Hitomi®, Shigenori Iwai’, Elizabeth D. Getzoff®, Hideki
Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST) Kandori' ('Nagoya Institute of Technology, *Osaka University,
2F1436 FTIR study of Aureochrome that possesses LOV domain at *The Scripps Research Institute, La Jolla, USA)
the C-terminus 2F1546 7=#USIJNILED(6-4)KEHEEERICLD DNA BE

Shota lto], You Zhangl, Tatsuya lwataz, Osamu Hisatomi3,
Fumio Takahashi®, Hironao Kataoka®, Hideki Kandori' (' Nagoya
Inst. Tech, *Ctr. Fost. Yng. Innov., Nagoya Inst. Tech, >Grad.
Sch. Sci., Osaka Univ, *PRESTO, JST, >Botanical Gardens,

Repair of damaged DNA by the anion radical form of (6-4)
photolyase
Daichi Yu Zhang',

Yamamoto®, Kenichi Hitomi*, Shigenori Iwai’, Elizabeth

Yamada', Tatsuya Iwata®, Junpei

Tohoku Univ)
2F1448 LOV RAXSVZEHRELREL Ry I ARZRHEAY VINIBEORHFR

Construction of LOV-based redox-sensitive fluorescent

Getzoff*, Hideki Kandori' ('Nagoya Inst. Tech., *Ctr. Fost. Yng.
Innov. Res., Nagoya Inst. Tech., 3Grad. Sch. Eng. Sci., Osaka
Univ., *The Scripps Res. Inst. USA)

proteins 2F1558 KtEVY—5VI\UE UVRS DR - AERRAART 1 v IR
Yukiko Ono', Tatsuya Iwata®, Hideki Kandori' (‘Nagoya Inst. DFE
Of Technol., *Ctr. Fost. Yng. Innov. Res., Nagoya Inst. Tech.,) The study of the dissociation and recovery reaction kinetics
for photo-sensor protein UVRS
PR 15:00-15:10 Takaaki Miyamori', Yusuke Nakasone', Kenichi Hitomi?, John
M. Christie’, Elizabeth D. Getzoff’, Masahide Terazima' (' Grad.
2F1510 YIS REFAHRODERT + b FOEYDHRIARBTAFZY Sci.  Chem., Univ. Kyoto, *Scripps Research Inst., *Univ.
A DR RN Glasgow)

14:00~16:22 G =iz EF BEE 2/ 212~ Room G: Sci. bldg. B 2F 212
SR - AR
Biological & Artificial Membranes
2G1400 BEMSICBIFRIRA M—IBELSOER : FFBHHEYZaL—
vayv
Morphology change of fusion stalk studied by molecular

electrophysiological measurement of membrane proteins
Taishi Tonooka', Ryuji Kawano®, Koji Sato', Toshihisa Osaki?,
Shoji Takeuchi' (‘Institute of Industrial Science, The University
of Tokyo, *Kanagawa Academy of Science and Technology)
EHESHRS M= UDRT « VIS IV Y ZSUIRERPICHERE
TRIRTHM : B— GUV EICLDHA

Single Giant Unilamellar Vesicle Method Reveals Lysenin-

dynamics simulation
Shuhei Kawamoto, Wataru Shinoda (Nano. AIST)
261412 HEARHEBREHAICEDRSY VNS BEEHRIICAIT T-BEERF v >
NK7LA
Lipid bilayer chamber array toward fluorescent and

261424

Induced Pore Formation in Lipid Membranes Containing

—(851)—



2G1436

2G1448

Sphingomyelin
Jahangir Md. Alam', Toshihide Kobayashi®, Masahito
Yamazaki' (llnt. Biosci. Sec., Grad. Sch. Sci. Tech., Shizuoka
University, 2Lipid Bio. Lab., RIKEN)
ATHIRENR Y ZVICHIF BIEE R XA I~DILEYMREEZN LI R
A A YA X ERHREDHIH

Localization of bulky-molecules in raft-like domains on
phase-separated liposomes: Control of domain size and
bursting rate of liposome

Miho Yanagisawa', Damien Baigl’, Kenichi Yoshikawa’
(‘Grad. Sch. Sci., Kyushu Univ., *Depart. Chem., Ecole Normale
Superieure, *Depart. Biomed. Info., Doshisya Univ.)

PI4P EEEERRBHER(C & D Kesl X7 O—)LEEEEDHIH
Regulation of Kesl1 sterol transport activity by PI4P and lipid
membrane curvature

Masaki
Minoru  Nakano?

Hirokazu Wakabayashi',  Yasushi
(‘Graduate ~ School ~ of

Pharmaceutical Sciences, Kyoto University, >Graduate School of

Yokoyama ! s

Ishihama',

Medicine and Pharmaceutical Sciences, University of Toyama)

PRER 15:00-15:10

2G1510

261522

U VEEE#R Y VNI H Secl4 DEEEHEIEA 71 =X L O#EH
Elucidation of lipid transfer mechanism of phospholipid
transfer protein Sec14

Chisato Takahashi', Makiko Yamada', Masaki Wakabayashil,
Yasushi Ishihama', Minoru Nakano? ('Grad. Sch. Pharm., Kyoto
Univ., *Grad.Sch.Pharm., Toyama Univ.)

SIbe PE/BE KEETEIVT 7 AV U DV %ZAVTSEHIEA 7
INCERRRT

Photo-controlled ion conductive rectification element using
gel, amino acids and hydrogenated amorphous silicon film
Takaaki Ichikawa', Hiroki Suzuki, Ryohei Matsueda', Hiroshi

261534

2G1546

2G1558

2G1610

Masumoto®, Takashi Goto®, Yutaka Tsujiuchi' ('Department of
Material Science and Engineering, Akita University, *Center for
Interdisciplinary Research, Tohoku University, *Institute for
Materials Research, Tohoku University)

=& AFM [C&% CFTR F v RIVOEIREERER

Single molecular observation of CFTR channels by high
speed AFM

Hayato Yamashita', Kazuhiro Mio?, Muneyo Mio?®, Takayuki
Uchihashi3, Masato Yasui', Toshio Ando3, Yoshiro Sohma'**
(*Pharmacol., Keio Univ. Med. Sch.,*AIST, *Dept of Physics,
Kanazawa Univ., “Dalton Cardiovas. Res. Cen., Univ. Missouri-
Columbia)

KcsA F v RIVOHIEA R X A VIFTERLICHEZSZAD

The KcsA channel cytoplasmic domain effects on the
inactivation gating

Minako Hiranol’z, Yukiko Onishiz, Daichi Okuno?, Toru Ide'?
(*GPL, *RIKEN)

FEFENEBRICLDAUILLFYF v 2RIV KesA OIEEREH
TOY'— MNREIBEDEREHR

Direct Observation of Ion Entryway of Potassium Channel
KcsA in Lipid Bilayer by Atomic Force Microscopy

Ayumi Sumino', Takashi Sumikama®, Masayuki Iwamoto”,
Takahisa Dewa', Shigetoshi Oiki® ('Grad. Sch. Eng., Nagoya
Inst. Tech., 2Deprt. of Mol. Physiol. and Biophys., Univ. of Fukui
Fac. Med. Sci., >JST-PRESTO)
ERHAFADHEIC KD KesA DA 7 VERT 1 )5 —DOIRENEEHT
The Vibrational Analysis of the Selectivity Filter of KcsA by
using ATR-FTIR Spectroscopy

Yuji Furutanil’z, Hirofumi Shimizu® , Yusuke Asai', Tetsuya
Fukuda', Shigetoshi Oiki®, Hideki Kandori' (‘Grad. Sch. Tech.,
Nagoya Inst. Tech., 2Inst. Mol. Sci., >Facul. Med. Sci., Univ.
Fukui)

14:00~16:22 H=i5 I2Z C#E 56 517 Room H: Sci. bldg. C 5F 517

2H1400

2H1412

2H1424

2H1436

R
Muscle

T EIELIC K DDEHERSE FOR= VEREDT (TSI RAIE
Dynamics of cardiomyopathy-causing mutant of troponin
observed by neutron scattering

Tatsuhito Matsuo', Francesca Natali’, Giuseppe Zaccai>?,
Satoru Fujiwara' (‘QuBS, JAEA, *CNRS, *ILL)
AEVSANIVESR EREAIEICEZDHNT 1 SAY FDTIF .
FORZAYY, FOKRZD OENIEERR

Structural dynamics of actin, tropomyosin, and troponin in
the thin filament as studied by distance measurements using
spin-labeling ESR

Keisuke Ueda'?, Chenchao Zhao', Akie Yamamoto', Takayasu
Somiya', Tomoki Aihara'? , Shoji Ueki4, Masao Miki’, Toshiaki
Arata' (led. Sch. Sci., Osaka Univ., 2Inst. Prot. Res., Osaka
Univ., *Harima Inst., Riken, *Tokushima-Bunri Univ., >Univ.
Fukui)

P IOFVRAD DINAIN—FINA JLIKDFRE & ZDEFFHNER
Formation of hyper-mobile water around actin and its
thermodunamic considerations

Makoto Suzuki, George Mogami, Tetsuichi Wazawa, Asato
Imao, Noriyoshi Ishida (Tohoku Univ. Grad. Sch. Eng.)
FPIFIERBNUY REUVTE—FIHBIcT NERIFF
Minimum requirements for the actin-like treadmilling motor
system

Akihiro Narita (Grad. Sch. Sci., Nagoya Univ.)

2H1448 3 R BSvFVIRLED invitro POF VT4 SRV ME—T«
UF4—7ves
Three-dimensional tracking of gliding actin filament in an in
vitro motility assay
Tatsuya Naganawa, Togo Shimozawa, Tomoko Masaike,
Takayuki Nishizaka (Gakushuin Univ.)

PR 15:00-15:10
2H1510 Ca?*ICKEFLIEWLE VLR IC & 2 DEiHEID On-Off Hlif)

2H1522

2H1534

—(852)—

Ca2+-independent on-off regulation of a cardiomyocyte by
microscopic heat pulses

Kotaro Oyama', Akari Mizuno', Seine Shintani', Hideki Ttoh,
Takahiro Serizawa', Norio Fukuda®, Madoka Suzuki**, Shin’ichi
Ishiwata'>* ('Sch. Adv. Sci. Eng., Waseda Univ., *Dept. Cell
Physiol., Jikei Univ. Sch. Med., 3Org. Univ. Res. Initiatives,
Waseda Univ., 4WABIOS, Waseda Univ.)

SFV VR FOIEREEE T « SA Y FOHEEER ZER U
@OV ab—vay

The Effects of Nonlinear Elasticity of Myosin Molecules on
Muscle Contraction Studied by Numerical Simulation

Keita Miyamoto, Kazuo Sasaki (Dept. Appl. Phys., Sch. Eng.,
Tohoku Univ.)
BERERRRICHBIDIRAEE VAV IYRFDIFIIT4S



XY MOfFE

Adhesion of heat-denatured myosin molecules to myosin
filament at high salt concentration

Masato Shimada', Eisuke Takai', Daisuke Ejimaz, Kentaro Shiraki'
(‘Facul. of Pure and Appl. Sci., Univ. of Tsukuba., *Institute for

Innovation, Ajinomoto Co. Inc.)

2H1546 Sv hhEDERAY LI X7 SEOBRIRE(SPOC)fHE

Auto-oscillation (SPOC) properties of sarcomeres in rat
neonetal cardiomyocytes

Seine Shintani', Kotaro Oyamal'z, Norio Fukuda®, Shin'ichi
Ishiwata"® ('Sch. Adv. Sci. Eng., Waseda Univ., *Dept. Cell Physiol.,
Jikei Univ. Sch. Med., 3WABIOS, Waseda Univ.)

2H1558

2H1610

BEEYIVIXT DT 1 SAY MEFORE

Stability of Myofilament Lattice in Striated Muscle Sarcomere
Shigeru Takemori', Masako Kimura’>, Maki Yamaguchil,
Tetsuo Ohno', Naoya Nakahara', Shunnya Yokomizo® ('Jikei
Univ. Sch. Med., 2Kagawa Nutrition Univ., >Tokai  Univ.
Graduate Sch. Physical Education)

BT RIVINFINFHRTHERT S 2 BEORPEHOESE X {RE]
rREIRSECER

Simultaneous ultrafast X-ray recordings of actions of two
antagonistic flight muscles during wingbeat of live bumblebee
Hiroyuki Iwamoto, Naoto Yagi (SPring-8, JASRI)

14:00~16:22 =5 BFEL 1/ 131 ~ Room I: Sci. bldg. E 1F 131
{BRRAEMIEVERE || : Prokaryotes
Cell Biology II: Prokaryotes

211400 BFMETUFRORAEENAERROMNGICESY S Dnal €

211412

211424

211436

211448

F— T &F o IARBIETF DRER

A novel gene of dnaJ family plays a role in the suppression of
flagellation in Vibrio alginolyticus

Takehiko Nishigaki', Maya Kitaoka', Kunio Ihara®>, Noriko
Nishioka', Seiji Kojima', Michio Honma' ('Grad. Sch. Sci., Univ.
Nagoya, 2Gene., Univ. Nagoya)

o7 U7 NEUREDEHEESI HZ

Unbinding Dynamics of Type IV Pili

Tomonari Sumi'?, Rahul Marathe?, Stefan Klumpp® ('Depr.
Comp. Sci. Eng., Toyohashi Univ. Tech., *Dept. Theo. & Bio-
syst., Max Planck Inst. Colloids & Interfaces)
HENAERRNY vAOY FIT © C KaNU v I DEE

Role of the C-terminal a-helix of FIiT chaperone in the export
of its cognate substrate FliD

Tohru Minamino', Miki Kinoshita'?, Noritaka Hara', Katsumi
Imadaz, Keiichi Namba'*? (lGrad. Sch. Frontier Biosci., Osaka
Univ., 2Grad. Sch. Sci., Osaka Univ., 3QB[C RIKEN)
NAEEERBERFE DR pH [C3T % Flil ATPase DR
Effect of Flil ATPase on local pH around the bacterial
flagellar protein export apparatus

Yusuke V. Morimoto'?, Nobunori Kami-ike', Tomoko Miyatal,
Keiichi Namba'?, Tohru Minamino' ('Grad. Sch. Frontier
Biosci., Osaka Univ., >QBiC, RIKEN)
Na'BEERNAEE—5—BEF S VI\IE PomA OHEREIL—
TREOTEEREREAEZ AL EER

Characterization of cytoplasmic loop of PomA, Na'-driven
flagellar stator protein, using differential scanning
calorimetry

Shiori Kobayashil, Rei Abe-Yoshizumil’z, Mizuki Goharal,
Seiji Kojima', Michio Homma' (' Division of Biological Science,
Graduate School of Science, Nagoya University, *Department of
Frontier Materials, Nagoya Institute of Technology)

FRER 15:00-15:10

211510

TSIBRRUI: Na BBIBINAEE— Y —BERTFESFORER -
BERROEE

Purification and reconstitution of the plug-deleted Na™-

211522

211534

211546

211558

211610

—(853)—

driven stator complex from Vibrio alginolyticus

Tetsuya Oba, Seiji Kojima, Michio Homma (Division of
Biological ~Science, Graduate school of science, Nagoya
University)

BAEASYE (FCS) ZAVWRAEE—I—ZEBHITDIVIN
U BROEEIERER

Analysis of interactions between rotor proteins of flagellar
motor using Fluorescence Correlation Spectroscopy

Takaaki Kishi, Seiji Kojima, Michio Homma (Division of
Biological Science, Graduate School of Science, Nagoya
University, Chikusa-ku, Nagoya, Japan.)

Na BEENAEE—Y—DERTF EAGETFHICBI 2HEZREE
EIC LD HFAERADENR

Synergetic effects of the mutations of charged residues between
the rotor and the stator in the Na*-driven flagellar motor
Norihiro Takekawa, Seiji Kojima, Michio Homma (Div. of Biol.
Sci., Grad. Sch. of Sci., Nagoya Univ.)

EBBENTEY YNOKIGADIGEETA

Measurement of cellular response of single E. coli to the
photoreleased serine

Takashi Sagawal, Hajime Fukuoka®, Yuichi Inoue®, Hiroto
Takahashi’?, Takahiro Muraoka®, Kazushi Kinbara®, Akihiko
Isjijima® ('Grad. Sch. Life Sci., Tohoku Univ., 2IMRAM, Tohoku
Univ.)

CheZ EREOCEEICH T DXIGEMIEA S J F IVGEDSH
Propagation of intracellular signaling molecule in the
presence and absence of polar localization of CheZ in a single
E. coli cell

Hajime Fukuoka', Takashi Sagawaz, Yuichi Inoue', Hiroto
Takahashi', Akihiko Ishijima' (‘IMRAM, Tohoku Univ., *Grad.
Sch. life Sci., Tohoku Univ.)

KIEEDEFEEICKIET v HRIRHDZIR

Effect of gamma ray irradiation on the swimming speed of
Escherichia coli

Eriko Fujimotol, Masakazu Furuta, Tatsuo Atsumis, Mikio
Kato® ('Osaka Prefecture University School of Science, *Osaka
Prefecture  University Graduate School of  Science, *Gifu
University of Medical Science)



EZ3HEB (98248 (A)) .~ Day3(Sep. 24, Mon.)

9:12~11:10 AR5 BEEEE IRE - FBHAR—IL Room A: Sci. south bldg. 1F Sakata Hirata Hall

3A0912

3A0924

3A0936

3A0948

PFE—Y—IIl: F1-ATPase, ¥13ITSXY

Molecular Motors lll: F1 ATPase and Mycoplasma

F1-ATPase EEEMRDOEHEICEDIBEE(L

Motions in F1-ATPase and ciliary axonemes that drive
functions 3A1022
Tomoko Masaike', Koji Ikegamiz, Rinako Nakayamal, Mitsutoshi
Setow?, Takayuki Nishizaka' ('Department of Physics, Gakushuin
University, *Department of Cell Biology and Anatomy, Hamamatsu
University School of Medicine)

BEERBRAICELZIEF /0y ROBEREY AT LZAW:
F1-ATPase DEERDIEH

Detection of rotation of F1-ATPase using high-speed
orientational detection of gold nanorod

Sawako Enoki'?, Ryota lino'?, Hiroyuki Noji"2 ("Grad. Sch.
Engineering., Univ. Tokyo, 2CREST)

UTP ZBE & Ul F1-ATPase DEEGEE)
Characterization of UTP driven rotation of F1-ATPase
Hidenobu Arai, Rikiya Watanabe, Hiroyuki Noji (Grad.
applchem., Univ. Tokyo)

3A1034

Single Molecule Analysis of Inhibitory Pausing States of V;- 3A1046
ATPase

Naciye Esma Tirtom', Yoshihiro Nishikawa®, Daichi Okuno®,

Nakano®, Ken Noji'
(‘Department of Applied Chemistry, School of Engineering,

University  of  Tokyo, 2Dept. of  Biotechnology, Osaka

University, >RIKEN, Osaka, Japan, *The Institute of Scientific

and Industrial Research, *Dept. of Biolmolecular Sciences,

Masahiro Yokoyama®,  Hiroyuki

Kyoto Sangyo University)
3A1058

FRE 10:00-10:10

3A1010

F1-ATPase @ MUVIIREICHI1F S DELSEED JL—J D2l
The role of DELSEED loop in torque-transmission of F;-
ATPase

Kazuma Koyasu', Rikiya Watanabe', Mizue Tanigawaraz,
Hiroyuki Noji' ('Department of Applied Chemistry, School of

Engineering, The University of Tokyo, *Graduate School of
Frontier Biosciences, Osaka University)

F1-ATPase OEELF y BT 1= v MIHROD ML REICHERR
BREIIEL

None of the rotor residues of F1-ATPase are essential for
torque generation

Ryohei Chiwata', Tomoya Kawakami', Ayako Kohori', Shou
Furuike?, Katsuyuki Shiroguchi’, Kazuo Sutoh', Masasuke
Yoshida®*, Kazuhiko Jr. Kinosita' (‘Dept. Physics, Fac. Sci. Eng.,
Waseda Univ., *Fac. Physics, Osaka Med. Col., 3DepL Chem.
and Chem. Biol., Harvard Univ., *Dept. of Mol. Biosci., Kyoto
Sangyo Univ.)

F1-ATPase DY UV F—hSHhiliZ5|ER < NDRE
UNBINDING FORCE MEASUREMENTS OF THE SHAFT
FROM THE CYLINDER OF F1-ATPase

Tatsuya Naito, Kaoru Okada, Tomoko Masaike, Takayuki
Nishizaka (Dept Phys, Gakushuin Univ.)

UiRY — LERAICHEBAL U TIFREBER F Fi- ATP SREERIC
&% ATP B6E) H EiZDES

Quantification of ATP-driven H* transport by thermophilic
Bacillus PS3 F,F;-ATP synthase reconstituted in a liposomal
membrane

Yuzo Kasuya', Naoki Soga', Toshiharu Suzuki’, Masasuke
Yoshida®, Kazuhiko Kinosita' (lDept‘ Phys., Facl. Sci. Eng.,
Waseda Univ., *Dept. Mol. Bio., Facl. Life Sci., Kyoto Sangyo
Univ.)

YA4ATSAIE—ELITI—ZAMDRAT v JTHEH

Detection of steps of Mycoplasma mobile gliding ghost
Yoshiaki Kinosita', Daisuke Nakane>®, Kana Mizutani',
Makoto Miyata®, Takayuki Nishizaka' ('Dept.phys., Gakushuin
Univ, *Dept. Biol., Osaka City Univ, *Present address: Mol.
Microbiol. and Immunol., Grad. Sch. Biomed. Sci., Nagasaki
Univ)

9:00~11:22 B=i5 ZHIERIEHRE 5/ 509  Room B: Mathematics bldg. 5F 509

3B0900

3B0912

3B0924

FOB-1HEHKEEER Il B8, £HUXL

Proteins: Structure & Function lll: Dynamics and Circadian Rhythm

EREYRERFT FUDLF v RIVICHITFSD C KR4 NUvIZN
Y RIVERWES =T « 2 Tl
The cytosolic C-terminal four-helix bundle regulates the

gating of prokaryotic sodium channel 3B0936
Katsumasa Irie, Takushi Shimomura, Yoshinori Fujiyoshi (CeSPI,

Univ. Nagoya)

[NiFe]E RO5'F—EmALAF HypE, HypF @ X #R#&58

SRR

X-ray structural analysis of HypE and HypF, maturation 3B0948

factors for [NiFe]|-hydrogenases

Yasuhito Shomura'~, Yoshiki Higuchi'? ('Grad. Sch. Life Sci.,
Univ. Hyogo, RIKEN/SPring-8 Center)

Dynamic structural and antigen binding analyses of antibody
single-chain Fvs

Yusuke Tanaka', Hiroshi Sekiguchi®, Yuji C. Sasaki®, Takachika
Azuma®, Masayuki Oda' (‘Grad. Sch. of Life and Environ. Sci.,

—(854)—

Kyoto Pref. Univ., *Jpn. Syn. Rad. Res. Inst., >Grad. Sch. of Fron.
and Sci., Univ. of Tokyo., *Res. Ins. for Biol. Sci., Tokyo Univ. of
Sci.)

PYP DFHEEZ LRI FITEH

Mechanical control of light-induced protein conformational
change of photoactive yellow protein

Yasushi Imamoto, Take Matsuyama, Yoshinori Shichida (Grad.
Sch. Sci., Kyoto Univ.)

AATZVICKBT I MEF Y VNFROBEE

Inhibition of actomyosin contractility by a-catenin,

a component of adherens junctions

Shuya Ishii', Takashi Ohki', Hiroaki Kubota', Shin'ichi
Ishiwata'** ('Dept. of Phys., Faculty of Sci. and Eng., Waseda
Univ., *Adv. Res. Inst. for Scie. and Eng., Waseda Univ., SWABIOS,
Waseda Univ.)



FKE 10:00-10:10

3B1010 FAMZUVE—H—RAAVDBRHVDSFEHEYZaL—Ya Y
Molecular dynamics simulations of dynein motor domain in
explicit water
Narutoshi Kamiyal, Tadaaki Mashimo®, Yu Takano', Takahide
Kon', Genji Kurisu', Haruki Nakamura' ('Institute for Protein
Research, Osaka Univ., 2B]RC, AIST)

3B1022 A computational Investigation into the MHC-I Recognition

Mechanism of MIR2 from Kaposi's Sarcoma-Associated

Herpesvirus

Pai-Chi Li'?, Naoyuki Miyashita®, Satoshi Ishido', Yuji Sugita®

("RIKEN Research Center for Allergy and Immunology, RIKEN

Advanced  Science Institute, >RIKEN Quantitative  Biology

Center)

VIO BBEE(LRIFFRAEDIREFE

A Novel Method to simulate protein conformational change

3B1034

upon ligand binding
Koichi Tamura, Shigehiko Hayashi (Grad. Sch. Sci., Univ.
Kyoto)

3B1046

3B1058

3B1110

B§ET 5 2V INU B KaiA-KaiC #E{EA® ESR 8

Interactions between cyanobacterial clock proteins KaiA and
KaiC revealed by ESR analysis

Kentaro Ishii', Toshiaki Arataz, Masahiro Ishiura' ( ! Center for
gene research Nagoya Univ., *Grad. Sch. of Science, Osaka
Univ.)

ATP ZHEiFET Y7 /N0 7 U 7EARSERE KaiC O
FIRB D R LHE

Autodephosphorylation of cyanobacterial circadian clock
protein KaiC occurs via formation of ATP as an intermediate
Taeko Ohkawa-Nishiwaki, Takao Kondo (Div. Biol.Sci., Grad.
Schl. Sci., Nagoya Univ.)

Y7/ INOFUT DEEY VINOE KaiC D ATPase [CfEb 35
FAT «— RICy Tl

Intramolecular feedback regulation of cyanobacterial KaiC
ATPase

Atsushi Mukaiyamal‘z, Yasuhiro Onoue'?, Masato Osako'?,
Takao Kondo'?, Shuji Akiyama® ('Grad. Sch. of Sci., Nagoya
Univ., >*CREST/JST, *IMS, SOKENDAI)

9:00~11:22 C =i ZITHIBRIZ®E 4 409 ~ Room C: Mathematics bldg. 4F 409

ZER
Nucleic Acids

3C0900 DNA/RNA #&%VINUE TDP-43 hFRNITIEEESZRE
EE: P .Y iy U N

Tandem-like fusion of two heterologous RNA-recognition
motifs in TDP-43 enhances the specificity to its target
nucleotide sequence

Yo Suzuki, Yoshiaki Furukawa (Dept. of Chem, Keio Univ.)
RRELFZREEZDLD DNA DI\ TUFAE—Y a ViEE
Hybridization Rates of DNA Strands with Unstable Self-
folded Secondary Structures

Hiroaki Hata' Akira Suyama"2 ("Grad. Sch. Sci., Univ.
Tokyo, *Grad. Sch. Arts and Sci., Univ. Tokyo)

R DNA O 1 3FARDEHIHFF U ERY v —EBRIOR
EICEO>TE—RHEDD

Folding of a Single Giant Duplex DNA Chain Expresses

3C0912

3C0924

Contrastive Behaviors depending on the Length of Cationic

Polymer
Tatsuo Akitayal, Norio Hazemoto?, Toshio Kanbe®, Makoto
Demura®, Hideaki Yamaguchi', Koji Kubo’, Anatoly

Zinchenko®, Shizuaki Murata’, Kenichi Yoshikawa® (lFac.
Pharm., Meijo Univ., *Grad. Sch. Pharm. Sci., Nagoya City
Univ., *Sch. Med., Nagoya Univ., *Grad. Sch. Life Sci., Hokkaido
Univ., Grad. Sch. Env. Study, Nagoya Univ., *Grad. Sch. Life
Med. Sci., Doshisha Univ.)

AUY LA F VKEFNSMEHEEGERRIC L > TEEDT VICIED
1VFUI Y NURY A LORIR

Development of intelligent ribozyme whose activity switches

3C0936

on in response to K" via quadruplex formation

Yudai Yamaoki'?, Tsukasa Mashima'?, Yu Sakurai’, Yukari
Hara®, Takashi Nagata"z, Masato Katahira'? (Inst. Adv. Energy,
Kyoto Univ., 2Grad. Sch. Energy Sci., Kyoto Univ., 3Grad. Sch.
Nanobio., Yokohama City Univ.)

BIERBRICHITDUIRY — L& tRNA OFEE—BHREESFVZa
L—oavIC kB8R

Dynamical motions of tRNA and ribosome complex during

3C0948

translation elongation studied by coarse-grained molecular

simulations

Naoto Hori, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)

fREH 10:00-10:10

3C1010

3C1022

3C1034

3C1046

3C1058

3C1110

—(855)—

A structural basis for the antibiotic resistance conferred by
an A1408G mutation in 16S rRNA

Jiro Kondo (Fac. Sci. Tech., Sophia University)

Q B replicase Zi#Ai S 2BEREATFD RNA SRICHI1T D12
Non-canonical functions of translational factors as RNA
replication cofactors

Daijiro Takeshita, Kozo Tomita (Biomed. Res. Inst., AIST)

i HIV EXAF APOBEC3G DuUBKFNT7IR—Yay
RIGHIE DR

Elucidation of the location-dependent deamination reaction
mechanism of an anti-HIV factor, APOBEC3G

Ayako Furukawa'?, Kenji Sugase’, Ryo Morishita®, Taashi
Nagatal, Akifumi Takaori®, Akihide Ry05, Masato Katahira'
("Inst. of Adv. Energy, Kyoto Univ., *Bioorg. Res. Inst., Suntory
Found. Life Sci., 3CellFree Sci., *Grad. Sch. Med., Kyoto
Univ., *Grad. Sch. Med., Yokohama City Univ.)
KIGEIENEHFE DNA NUH—E UvrD BZEHFT DNA =25
TRY

Single-molecule visualization of a non-hexameric helicase
reveals active roles of its oligomeric forms in DNA unwinding
Hiroaki Yokota, Yoshie Harada (iCeMS, Kyoto Univ.)

UiRY —L-SecM BIiR7 L X NECSIRMEE(ER®D 1 £ FIEMAFR
Single-molecule force measurement for the interaction
between ribosome and SecM arrest sequence

Zhuohao Yang, Ryo lizuka, Takashi Funatsu (Grad. Sch. of
Pharm. Sci., The Univ. of Tokyo)

The probability of double-strand breaks in genome-sized
DNA decreases markedly as the DNA concentration increases
Shunsuke Shimobayashi', Takafumi Iwaki’ Toshiaki Mori’,
Kenichi Yoshikawa'?* ('Grad. Sch. of Sci., kyoto Univ., *Fukui
Inst., Kyoto Univ., 3Rad. Res. Cent., Osaka Pref. Univ., 4Grad.
Sch. of Life and Med. Sci., Doshisha Univ.)



9:00~11:10 D=1 ZITHIBRIZHRR 3k 309 Room D:

3D0900

3D0912

3D0924

3D0936

3D0948

HEY-KERK
Photobiology: Photosynthesis

FRECE U7z PS 11 @ ENDOR i#IC&% Mn 95X 5—FilDT
O~ DUEDRE

Determine the location of protons surrounding Mn cluster of
PS 1II by proton matrix ENDOR using oriented PS II
membrane

Hiroki Nagashima, Hiroyuki Mino (Division of Material
Science, Graduate School of Science, Nagoya University)
Factors that differentiate the H-bond strengths of water near
the Schiff bases in bacteriorhodopsin and Anabaena sensory
rhodopsin

Hiroshi Ishikita'?, Keisuke Saito', Hideki Kandori® (' Career-
Path, Kyoto U, 2JST PRESTO, *Nagoya Inst Tech)

BLUF RXAVOXERBICHIT DKRESRIEOEL

Structural changes of hydrogen-bonding environment upon
the photoreaction of the BLUF domains

Tatsuya Iwata', Shota Ito?, Mineo Iseki’, Masakatsu Watanabe®,
Hideki Kandori® ('Cent. Fost. Young Innov. Res., NITech, *Dept.
Front. Mater., NITech, 3Facuh‘y Pharm. Sci., Toho Univ., *Grad.
Sch. Creat. New Photo. Ind.)

BB ZER T HEH VA —AERDURB LU PSII ~DEA
Improvement of variational master equation describing
excitation energy transfer, and its application to PSII

Yuta Fujihashi, Akihiro Kimura (Department of Physics,
Graduate School of Science, Nagoya University)

HALER [T 7 ESHFTOIENRLXHIHI L DOTEE

Possible non-photochemical quenching mechanism within
pohotosystem II core complex

Yutaka Shibata', Shunsuke Nishi®, Keisuke Kawakami®, Jian-Ren
Shen*, Thomas Renger® ('Grad. Sch. Sci., Tohoku Univ., *Grad. Sch.
Sci., Nagoya Univ., 3Adv. Res. Inst., Osaka City Univ., *Grad. Sch.
Sci., Okayama Univ., *JKU Linz)

fRE4 10:00-10:10

Mathematics bldg. 3F 309

3D1010

3D1022

3D1034

3D1046

3D1058

{EEAEZER I [CBITDZENET MnyCaOsH I SR 5—5
n: BSREITI XRD #EEDRE X MEKFIE

X-ray dose dependence of time-averaged XRD structure of
multi-photoreduced MnsCaOsHy clusters in photosystem II
at low temperature

Masami Kusunoki (Department of Physics, School of Science
Technology, Meiji University)

FAERR 11 BRAEER SIREICHF D Mn HESHEEERAORERA
Determination of magnetic couplings of S, state Mn-cluster in
Photosystem II studied by PELDOR measurement

Mizue Asada', Hiroki Nagashima', Faisal Hammad Mekky
Kouaz, Jian-Ren Shenz, Hiroyuki Mino' (lGrad. Sch. Sci., Univ.
Nagoya, *Grad. Sch. Natl. Sci. & Tech., Univ. Okayama)
HIEER I LSBT B+ / Y EFZEFOB LETEBIIRIERE
Mechanism of controlling the redox potentials of the quinone
electron acceptors in photosystem II

Ryota Ashizawa', Takuya Iwasa', Miwa Sugiuraz, Takumi
Noguchi' ('Division of Material Science, Graduate School of
Science, Nagoya University, 2Division of Material Science,
Graduate School of Science, Nagoya University)

AEM/NT T U7 RISHOOEFISEHZIEET

Electron Transfer Pathway Analysis in Bacterial
Photosynthetic Reaction Center

Hirotaka Kitoh-Nishioka, Koji Ando (Grad. Sch. Sci. Kyoto
Univ.)

K EmHE Rhodopseudomonas DEGEFHIR/INY—V DES
{EZ i

Electrochemical regulation of gene expression profiles of
Rhodopseudomonas, a photosynthesis bacterium

Yue Lu', Syoichi Matsuda', Shuji Nakanishi’>, Kazuhito
Hashimoto' (‘The Univesity of Tokyo, School of Engineering,
Department of Applied Chemistry, *Research ~Center  for
Advanced Science and Technology)

9:00~11:22 ERE ZoHERZE 1M 109 Room E: Mathematics bldg. 1F 109

3E0900

3E0912

3E0924

3E0936

EBE-1EE
Proteins: Structure

RIRFLESIFBERELIC L HBITHIEHBORERE
Structural basis for nuclear import regulated by molecular
rearrangements in the nuclear pore complex

Junya Kobayashi', Yoshiyuki Matsuura'? ('Div. Biol. Sci.,
Grad. Sch. Sci., Nagoya Univ., *Strl. Biol. R. Ctr., Grad., Nagoya
Univ.)

NADH ¥ b7 0L bsiETHERER D RERRBERTICL DK
RENBRETOHRER

Visualizing hydrogens and outer-shell electrons of NADH
cytochrome bs reductase by ultra-high resolution crystallography
Kiyofumi Takaba', Kazuki Takeda', Masayuki Kosugi', Taro
Tamada®, Ryota Kuroki’, Kunio Miki' (‘Grad. Sch. Sci., Univ.
Kyoto, 2JAEA)

R OSEEF NMR &% AU\ B ORERR

Silk Structure studied by Newly-developed Solid-state NMR
Keiko Okushita, Koji Yazawa, Akihiro Aoki, Tetsuo Asakura
(Grad. Sch. of Eng., Tokyo Univ. Agr. Tech.)

Interaction of human calcitonin with curcumin as an

3E0948

inhibitor of fibrillation as revealed by NMR and docking
simulation

Ken Takeuchi', Hikari Watanabe', Javkhlantugs Namsrai',
Hiroshi Hirota®, Akira Naito' ('Yokohama National University
Graduate School of Engineering, *Riken)
BRFISAABFERBBMICEIDZITYRIASNINWZAF+TY RO
8-A 15&

8-A structure of sapovirus capsid by single particle electron
cryomicroscopy

Naoyuki Miyazaki', David Taylor', Grant Houseman®, Kosuke
Kazuhiko
Kazuyoshi Murata' ('National Institute for Physiological

Murakami?,  Kuniaki Nagayama', Katayama2,

Sciences, *National Institute of Infectious Diseases)

fREE 10:00-10:10

3E1010

—(856)—

Structural analysis of the 26S proteasome by cryo-electron
microscopy and Single-Particle Analysis



3E1022

3E1034

Zhuo Wangl, Yasuo Okuma', Daisuke Kasuyaz, Kaoru
Mitsuoka®, Yasushi Saeki®, Yasunaga Takuo' ('Department of
Bioscience and Bioinformatics, Faculty of Computer Science and
Systems  Engineering, Institute

Kyushu of  Technology,

Biomedicinal Information Research Center, Japan Biologycal ~3E1046
Information ~ Consortium (JBIC), *Biomedicinal  Information
Research Center, National Institute of Advanced Industrial
Science and Technology, *Laboratory of Protein Metabolism,
Tokyo Metropolitan Institute of Medical Science)
AREBFEME (ASEM) L&DV NIBREREYCITS
AR DFHERE

Direct electron microscopy of protein crystals and

3E1058

Mycoplasma cells in solution using the Atmospheric SEM
Yuusuke Maruyama', Tatsuhiko Ebihara', Daisuke Nakanez,
Hidetoshi Nishiyama®, Takayuki Nishizaka®, Miki Senda’,
Kazuhiro Mio', Mitsuo Suga®, Toshiya Senda', Makoto Miyata®,
Chikara Sato' ('AIST, *Univ. Osaka City, >JEOL, *Univ.
Gakushuin, >JBIC)

#B1R{E Go EFILZRAWLc Ferredoxine-like fold ¥~ IXO D
T =T« T EIE DR

3E1110

Analyses of folding processes on the Ferredokin-like fold
proteins by means of a coarse grained Go model

Masatake Sugita, Takeshi Kikuchi (Dept. Bioinf., Coll. Life Sci.,
Ritsumeikan Univ.)

REDZSRIRBZRHVHRSRT VY v ILICKDIVINOEETIL
HBEDREL

Optimization of protein model structures according to
statistical potentials with different reference states
Matsuyuki Shirota'?, Kengo Kinoshita'** ('GSIS, Tohoku
Univ., *ToMMo, Tohoku Univ., *IDAC, Tohoku Univ.)
I—0OY L TUAZEEZERVE A BTST XY MIET A
Studies on a AP fragment by the Coulomb replica-exchange
method

Satoru Itoh'? Hisashi Okumura'? (‘Institute for Molecular
Science, *The Graduate University for Advanced Studies)

LIV h3EA V5 —T 1 —2T05 S5 L(REIN)
Replica-exchange interface program (REIN)

Naoyuki Miyashita'>?, Suyong Re*, Yuji Sugita'*** ('RIKEN
OBIC, *RIKEN CSRC, *RIKEN AICS, *RIKEN ASI)

9:00~11:10 F=i5 BZBE 5/ 501 ~ Room F: Sci. bldg. B 5F 501

3F0900

3F0912

3F0924

3F0936

3F0948

BE8E
Membrane Proteins

Yik—F v MRZAVESY VINOBOERMBE T COA F VEEE
HEEHA

Evaluation of ion-pump activity of membrane proteins

3F1010

reconstituted on supported membrane under optical microscope
Jyunan Ki, Rikiya Watanabe, Kazuhito Tabata, Hiroyuki Noji
(Department of Applied Chem., Univ. Tokyo)

Catalytic activity of MsbA reconstituted in nanodisc particles
is modulated by remote interactions with the bilayer 3F1022
Takeaki Kawai', Jose Caaveirol'z, Toyomasa Katagiri3, Hisashi
Tadakuma', Takuya Ueda', Kouhei Tsumoto'** ('Grad. Sch. of
Front. Sci., Univ. of Tokyo, *Inst. Med. Sci., Univ. of Tokyo, *Inst. Gen.
Res., Univ. of Tokushima, *Dep. Chem. Bio., Univ. of Tokyo)
BBEARFIY 6 ¥+ v TEEF v RIVOEE & HEEEE
Isolation and characterization of C. elegans innexin-6 gap
junction channels

Atsunori Oshima', Tomohiro Matsuzawa”, Kouki Nishikawa', 3F1034
Yoshinori Fujiyoshi' ('CeSPI, Nagoya Univ., >Grad. Sch. of Sci.,
Kyoto Univ.)

ATR-FTIR #ZRAW e KesA BFERETEEUEVWEREITH
T 2hFH VFEBER(LDFTRAND F

Cation-induced structural changes in the WT and non-
inactivating mutant KcsA studied by ATR-FTIR

Chikako Muramatsu', Masayo Iwaki!, Tetsuya Fukuda',
Yusuke Asai', Yuji Furutani'?, Hideki Kandori' ('Grad. Sch.
Tech., Nagoya Inst. Tech., 2Inst. Mol. Sci.,)

HET RUKED 2 MO MERAESROD FHE

Molecular basis of staphylococcal bi-component pore forming

3F1046

toxin

Yoshikazu Tanaka', Daichi Yamashita’, Keitaro Yamashita,
Yuka Kawaiz, Jun Kaneko3, Noriko Tomita4, Makoto Ohta4,
Yoshiyuki Kamio®, Min Yao', Isao Tanaka' ('Fac. of Adv. Life
Sci., Hokkaido Univ., *Grad. Schl. of Life Sci, Hokkaido
Univ., *Grad. Schl. of Agri. Sci., Tohoku Univ., *Inst. of Fluid
Sci., Tohoku Univ., >Grad. Schl. of Life Sci., Tohoku Univ.)

3F1058

fREL 10:00-10:10

—(857)—

DFHNFELCKDISZI VIV A ZEAEIEEZERBEDEE
EETHE

Structure and lateral pressure profile of lipid bilayer
containing gramicidin A by molecular dynamics simulation
Hiroaki Saito, Masashi Iwayama, Megumi Nishimura, Hiroyuki
Takagi, Kazutomo Kawaguchi, Hidemi Nagao (Kanazawa
University)

RERI VY VBERBHROREEREICEIS 1 7/ HER
H7IAZAPEAVN—RAFIZAMEZD

Single amino acid substitution in the transmembrane domain
of metabotropic glutamate receptor changes an agonist into
an inverse agonist

Masataka Yanagawa, Takahiro Yamashita, Yoshinori Shichida
(Department of Biophysics, Graduate School of Science, Kyoto
University)

non-detergent sulfobetaine (NDSB)IC &% G EREHERZ
Bk (GPCR)DBRE(L

Thermal stabilization of G protein-coupled receptor by non-
detergent sulfobetaines (NDSBs)

Toshihide Yamai, Layla Takahashi, Masato Nakajima, Naoki
Yamashita, Takeshi Ishii, Shigeki Takeda, Kaori Wakamatsu
(Gunma Univ.)

Elff NMR ZRAWCBBIUEAICLDFEREETNZNITUADO
R0 DIEE @SN LD

Thermal and Pressure induced structural and dynamics
changes of bacteriorhodopsin as studied by solid-state NMR
Izuru Kawamura', Miyako Horigome', Hirohide Nishikawa',
Kana Tajimal, Takashi Okitsu2, Akimori Wadaz, Satoru Tuzi3,
Tatsuo Iwasa®, Akira Naito' ('Grad. Sch. Eng., Yokohama Natl.
Univ., 2Kobe Pharm. Univ., 3Univ. Hyogo, “Muroran Inst. Tech.)
OBSERVATION OF TRANSMEMBRANE PROTEIN BY
HIGH SPEED ATOMIC FORCE MICROSCOPY:
BACTERIORHODOPSIN D85S MUTANT, A CHLORIDE
PUMP

Maxime Ewald', Mikihiro Shibata?, Takayuki Uchihashi'?,
Hideki Kandori*, Toshio Ando'® ('School of Mathematics &
Physics, Institute Kanazawa

of Science & Engineering,



University, *Department of ~Neurobiology, Duke University
Medical Center, *Bio-AFM Frontier Research Center, College of

. . . . ., 4
Science and Engineering, Kanazawa University, “Department of

Frontier Materials, Nagoya Institute of Technology)

9:00~11:22 G =iz BEF BEE 2 212 Room G: Sci. bldg. B 2F 212

3G0900

360912

3G0924

3G0936

3G0948

HAR - ATRR-8E - it

Biological & Artificial Membranes: Structure & Property

WFEME Meiothermus ruber H328 D ELEM T 2EMES S
FUSBERTOT7—EESFHROT Y- TV HEFEHFEER
Freeze-replica observation of keratinolytic protease complex
produced and released from Meiothermus ruber H328
Kazunori Kawasaki', Maachi Kataoka® Keiji Nomura?,
Yasushi Shigeril, Kunihiko Watanabe® (IAIST " 2Grad. Sch.
Kyoto Pref. Univ.)

Effects of model peptides for late embryogenesis abundant
(LEA) proteins on the thermal properties of liposomes
Takao Furuki, Minoru Sakurai (Center for Biol. Resources and
Informatics, Tokyo Inst. Tech.)

I T—HMEETIVEFBICH I DEHEE Y VN TBEDREDZE
R

Spatially controlled accumulation of membrane-bound
protein in a micro-patterned model biological membrane
Fumiko Okada', Kenichi Morigaki'? ('Grad. Sch. Agr., Univ.
Kobe, 2Res. Cent. Env. Genomi., Univ. Kobe)
EHEFHREEICLDIIZIVUAMIVKRAT7FIILIAVIZHF
FRDIEFNEE) DEZEAN DI

An attempt to reveal the relaxation behavior of
dimyristoylphosphatidylcholine bilayer by pressure
perturbation calorimetry

Nobutake Tamai, Sayuri Kakibe, Sacko Tanaka, Masaki Goto,
Hitoshi Matsuki (Dept. Life System, Inst. Technol. & Sci., Univ.
of Tokushima)

U VBB EROENFEISEHEERR | BKERIKFE M
PR5?

Pressure-induced interdigitation of phospholipid bilayer
membranes: dependence of acyl-chain length and limitation
of the formation

Hitoshi Matsuki, Masaki Goto, Nobutake Tamai (/nstitute of
Technology and Science, The University of Tokushima)

FRER 10:00-10:10

9:00~11:22 HRIB BEZCHR S5 517 Room H: Sci.

3H0900

3H0912

3H0924

HHRRAEYANVERE |l MHRRENS, (HiESE)
Cell Biology lll: Cytoskeleton & Motility

GTP #EEIREL GDP FEREOHNER FIBEICBIIIKEL
BEZ(L

Large Conformational Changes in Tubulin in the GTP- and GDP-
States Microtubules Observed by Cryo Electron Microscopy
Hiroaki Yajima', Toshihiko Ogura’, Ryo Nitta', Yasushi
Okadal, Chikara Satoz, Nobutaka Hirokawa' (lGraa’. Sch. Med.,
Univ. Tokyo, *Biomedical Research Inst., AIST)

HEFIE—TH DIBD S5 MEEZ(LZ(EIRT D < &£ TR Z
b3 )

Meiotic spindles maintain the symmetrical shape by
propagating structural changes to the opposite side

Kazuya Suzuki', Jun Takagil, Takeshi Itabashi', Shin'ichi
Ishiwata' (‘Dept. Phys., Adv Sci. Eng., Waseda Univ.,
2WABIOS)

BEETEICKL>THEFEEIND IS REFAIEEEEERIEED

3G1010 9—THREWLWI VEEERSFRICHI EHEBERICDONT
Collapse of nonuniform phospholipid monolayers
Masahiro Hibino, Ken Hashimoto, Takuya Fujisawa (Div. Appl.
Sci., Muroran Inst. Technol.)

3G1022 [EESFOEFMHSITEITRIEGEE(L : 2 RTEDERE 3 Rt
Charge-induced transition in membrane mesoscopic
structures: lateral domains and vesicular shapes
Hiroki Himeno, Tsutomu Hamada, Masahiro Takagi (/Shool of
Materials Science, Japan Advanced Institute of Science and
Technology)

3G1034 SHAPKBIVILY 3 VEWEEEZAVWCIIORT I 7REE
AL A a2 1)
Microsphere-containing giant vesicles prepared by water-in-
oil emulsion centrifugation method
Yuno Natsume', Taro Toyotal’2 (‘Grad. Art. Sci., Univ. Tokyo,
2JST PRESTO)

3G1046 FAITU—GUV [CHATNFFEEY X7 L RTRACS
Molecular computing system RTRACS encapsulated in oil-
free giant unilamellar vesicle
Koh-ichiroh Shohda, Tadashi Sugawara, Akira Suyama (Grad.
Sch. Arts Sci., Univ. Tokyo)

3G1058 {KL) pH HiEEET S DOPS/MO RoBEEEHISF1—Ey I
~ODIEEETE DYIHEEE
Initial Step of Low pH-Induced Lamellar to Bicontinuous Cubic
Phase Transition in Dioleoylphosphatidylserine/Monoolein
Toshihiko Oka!, Tomoki Takahashi!, Taka-aki Tsuboil,
Masahito Yamazaki> (lFac. Sci., Shizuoka Univ., 2Grad. Sch.
Sci. Tech., Shizuoka Univ.)

3G1110 X E@RUEFROITEEAVWCRERAREDIEEET
Breakthrough for Unresolved Structural Problems in Skin
Function by Combined Use of X-ray and Electron Diffraction
Methods
Hiromitsu Nakazawal, Ichiro Hattaz, Satoru Kato' ('Sch. Sci.
Tech. kwansei Gakuin Univ., *Nagoya Industrial ~Science
Research Inst.)

bldg. C 5F 517

[REES)
Resurrection of flagellar bending movements in
chlamydomonas paralyzed mutants at high pressure
Toshiki Yagi', Masayoshi Nishiyama® ('Grad. Sch. Medicine,
Univ. Tokyo, *The Hakubi Center, Kyoto Univ.)

3H0936 EfLMFRMEDIET/ L ARIHIC & > THERS Nc—AEHRIZES)
Directed cell migration induced by travelling waves of
chemoattractant
Akihiko Nakajima', Satoshi Sawai'? ('Grad. Sch. Arts & Sci.,
Univ. Tokyo, *Res. Cent. for Complex Systems Biology, Univ.
Tokyo)

3H0948 &M ZEHFDT X—/\HlaDELIES)ICRT DR

—(858)—

Theory on the chemotaxis of an amoeboid cell with the cell

polarity
Tetsuya Hiraiwa, Tatsuo Shibata (Kobe, Riken)



FKE 10:00-10:10

3H1010

3H1022

3H1034

3H1046

9:12~11:10

310912

310924

310936

310948

Controlled cell migration with ultrasound

Shinya Murakami', Yo Otsuka', Manabu Sugimoto', Toshiyuki
Mitsui® ('Grad. Sci. Eng., Aogaku Univ., *Assoc Prof,, Aogaku
Univ.)

BRERBB R MURT 7 1IN — DIHEEE

Contractile properties of stress fibers are distinct from those
of muscles

Shinji Deguchi, Tsubasa Matsui, Daiki Komatsu, Masaaki Sato
(Tohoku University)

Smooth muscle differentiation related transcription factor
CRP2 directly regulates physical properties of actin filaments
Takanori Kihara', Satoko Shinohara', Yasunobu Sugimotoz,
Jun Miyake' ('Grad. Sch. Eng. Sci., Osaka Univ., *Nagoya Univ.
Synchrotron Radiat. Res. Center)

#RBaIEEVIC SIS p130Cas & Src DEHIEE(ERAZ T L il
ERIERE DA

NLEBE
Heme Proteins

ANEJOEVOFORTY Y IFHDU 7 VISR

A realistic picture of allosteric equilibrium of hemoglobin
Naoya Shibayama', Sam-Yong Park® ('Biophysics, Jichi Med.
Univ., *Protein Design Lab., Yokohama City Univ.)
ANLEALEROFTHDIC 90" EELIEBORIGS IV ANST b
WEL : ALAF VT R—R

Effects of Heme Rotation around the Heme Normal by 90°
on Resonance Raman Spectra of Heme Proteins; Observation
for Heme Oxygenase

Sachiko Yanagisawa', Hiroshi Fujiiz, Saburo Neya®, Takashi
Ogura], Teizo Kitagawa' (' University of Hyogo, 2Okazaki Inst.
Integrative Biosci., 3Chiba University)
ALFF VT F—EBICBIFD CO AERMBDOBEEILSB LU CO
DR

Protein motions and CO migration following CO photolysis
in heme oxygenase

Masakazu Sugishima'2, Keith Moffat>*, Masato Noguchi' ('Depr.
Med. Biochem., Kurume Univ. Sch. Med., *Dept. Biochem. & Mol.
Biol., Univ. Chicago, *BioCARS, Univ. Chicago)

SHRISEMEC K DNLAF V5 F—ERIGOMARE : 7+
NLORE(L

Strategy of a variety of organisms for the fine-tuning of heme
oxygenase reactions: Stabilization of the oxyheme
intermediate

Sayuri Takada, Taiko Migita (Dep. Biol. Chem., Fac. Agr.,
Yamaguchi Univ.)

FRER 10:00-10:10

311010

Ultraviolet Resonance Raman Study on Indoleamine 2, 3-
Dioxygenase

3H1058

3H1110

311022

311034

311046

311058

—(859)—

A distinct role for the dynamics of p130Cas at focal adhesion
via interaction with Src in the regulation of cell migration
Hiroaki Machiyama"z, Hiroaki Hirata!, Yasuhiro Sawada'*
('Mechanobiology Inst., Nat. Univ. Singapore, 2Dept. Biol. Sci.,
Nat. Univ. Singapore)

Spatiotemporal regulation of signaling by active cytoskeletal
remodeling

Bhattacharyya', Abhishek Chaudhuri®, Kripa
Gowrishankar®, Satyajit Mayor’, Madan Rao* (‘iCeMs, Kyoto
University, *Rudolf Peierls Centre for Theoretical Physics,
University of Oxford, UK, *Raman
Bangalore, India, 4NCBS—TIFR, Bangalore, India)
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