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EIXBBIA P77 M) —ICHE T BRIEEIRER TSy P74 —LERILLIBEEVEMAOZBEEEL
Promotion of the Platform for Drug discovery, Informatics, and Structural life science (PDIS) project at Photon Factory in KEK
Ryuichi Kato', Naohiro Matsugaki', Yusuke Yamada', Leonard Chavas', Fumiaki Yumoto', Masato Kawasaki', Masahiko Hiraki?, Toshiya Senda'
(Photon Factory, IMSS, KEK, *Mechanical Engineering Center, ARL, KEK)
BEESHIHMERFOEL 7 F > CEL-II D&
Crystallization of the pore forming toxin CEL-III from marine invertebrate, Cucumaria echinata
Tomonao Nagao, Shuichiro Goda, Hideaki Unno, Tomomitu Hatakeyama (Grad. Sch of Eng., Univ. Nagasaki)
110-70741 20150 EAWEEI RIS 7 THERIT
Time-resolved Laue crystallography of photoactive yellow protein with 150psec time resolution
Mikio Kataoka', Hironari Kamikubo!, Friedrich Schotte?, Hyun Sun Cho?, Philip Anfinrud? ('Grad. Sch. Mat. Sci., NAIST, >NIH)
P2 REFLIIMNZERE /X E EBERF Tm-1 OFES KBS O
Interaction mechanism of Tomato mosaic virus replication protein and the resistance factor Tm-1
Etsuko Katoh', Kazuhito Ishibashi', Chihoko Kobayashi', Hiroyoshi Matsumura?, Masayuki Ishikawa' (' National Institute of Agrobiological
Sciences, *Osaka Univ.)
EEHRX TRP F v RIVHIEHEEAD Ca¥ 1 F VB A DR ERT
Crystallographic analysis of the Ca**-binding sites in the regulatory-bundling region of the fungus TRP channel
Makoto Thara'2, Atsuko Yamashita! (\Grad. Sch. Med. Den. & Pharm. Sci., Okayama U., *Facul. Agr., Kinki U.)
SHEBHRRO MAP ¥ F—HICL WY VEIEEh 3 RNA &2 /N7 B Nrdl ORISR
Structural studies of RNA-binding protein Nrdl, a fission yeast MAPK target RNA binding protein
Ayaho Kobayashi!, Ryosuke Satoh?, Toshinobu Fujiwara®, Reiko Sugiura®, Yutaka Ito', Masaki Mishima' (!Grad. Sch. of Sci. & Eng., Tokyo Met.
Univ., 2Lab. of Bacic Biol., Inst. of Micro. Chem., 3Grad. Sch. of Pharm. Sci., Nagoya City Univ., *Grad. Sch. of Pharm. Sci., Kinki Univ.)
Structural analysis of C. elegans innexin-6 gap junction channels by electron microscopy
Tomohiro Matsuzawa', Kazuyoshi Murata?, Kouki Nishikawa?, Yoshinori Fujiyoshi®, Atsunori Oshima® ('Grad. Sch. Sci., Univ. Kyoto, >NIPS,
3CeSPI, Univ. Nagoya)
BARBRERSIHEOTINERIEFB P EHRT 5NAEHMEDILAEBEL FIIC NAEHIfEE DEN
CryoEM structure of the flagellar filament of Salmonella F1jB and implication of its difference from the FIiC filament
Shoko Toma', Takayuki Kato', Keiichi Namba'-? ('Grad. Sch. Frontier Biosci., Osaka Univ., >*QBiC, Riken)
SHAMMHEICESIHBERINOAHD 15707 15X MUMNEDRE
Preparation of seamless 15-protofilament microtubules for helical reconstruction of microtubules
Hiroko Takazaki', Takashi Fujii?, Seiichi Uchimura', Rie Ayukawa!, Keiichi Namba?, Etsuko Muto' ('BSI., Riken, >QBiC., Riken, *Grad. Sch.
Frontier Biosci., Univ. Osaka)
CD72 DHEERIRICET T
Towards the structure analysis of CD72
Kenro Shinagawa', Nobutaka Numoto?, Takeshi Tsubata?, Nobutoshi Ito? (Grad. Bio. Sci., Tokyo Med. and Dent. Univ., *Med. Res. Inst., Tokyo
Med. and Dent. Univ.)
ZRRBEFAEVHBILEDIZAEV IANNERZI O NIDEL1FI VIR
Dynamics of Spin-labeled Denatured Protein Studied by Multi-frequency electron paramagnetic resonance
Yasunori Ohba!, Tetsuya Itabashi!, Munehito Arai?, Jun Abe?, Satoshi Takahashi!, Seigo Yamauchi! (IMRAM, Tohoku Univ., *Grad. Sch. Art and
Sci, Univ. Tokyo, 3IMS)
— 3 FHEHAICEL B Sup35SNM DARH—1EE D HFEA
Single Molecule Studies on the Conformational Heterogeneity of Sup35NM Structure
Yusuke Komi', Maillard Rodrigo?, Carlos Bustamante?, Motomasa Tanaka' ('BS Inst., RIKEN, 2HHMI/UC Berkeley)
Small-angle X-ray scattering constraints and secondary-structural information can construct a coarse-grained residue-based protein model
Yasumasa Morimoto, Masaki Kojima (Sch. Life Sci., Tokyo Univ. Pharm. & Life Sci)
Effect of methanol on the structure of a-chymotrypsinogen A
Koichi Murayama (Grad. Sch. Med., Gifu Univ.)
ZREBEERICEADIFFRS LU FEBEMERAICEAT 3 EFLEMRE
Quantum chemical study of intra- and inter-molecular interactions in secondary structures
Yu Takano, Haruki Nakamura (Research Center for State-of-the-Art Functional Protein Analysis Institute for Protein Research, Osaka University)
EAFHEARNEEYY 7 - RFETFIVORAERSBETNERAVWLERADEEHE
Superimposing density maps and atomic models of macromolecular complexes using Gaussian mixture model
Takeshi Kawabata, Hirofumi Suzuki, Akira Kinjo, Haruki Nakamura (/nstitute of Protein Research, Osaka University)
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1P0O17 Edge strand & central strand 3R G > X7 /N— b F—BREMZFRT
Edge and central strands show a different propensity for pairing partners
Hiromi Suzuki (Sch Agri., Meiji Univ.)
1P018 PDB DEAEZFALAEAFEOQOS—ETV L IFE
A new homology modeling technique that utilizes the knowledge of completeness of the PDB
Takahiro Kanemitsu', Shintaro Minami?, George Chikenji' (' Grad. Sch. of Engineering, Univ. Nagoya, *Res.Sch.of info sci, Univ. Nagoya)
1P019 SUNIEOBEIAV T 147 ABHMEORE
Computation of the Structural Compliance Characteristics of Proteins
Keisuke Arikawa (Fcl. Eng. , Kanagawa Inst. of Tech.)
1P020 NRSF/REST D& FREXAXEICERET 5 Byt
Dynamical Property due to Frustration Induced Intrinsic Disorder of NRSF/REST
Katsuyoshi Matsushita'-, Hidetoshi Sugihara'?, Macoto Kikuchi'-*#, Tomoaki Nogawa®, Munetaka Sasaki® (' Cybermedia Centery, Osaka
University, *Institute for Protein Research, Osaka University, >Graduate School of Science, Osaka University, *Graduate School of Frontier
Biosciences, Osaka University, SFaculty of Medicine, Toho University, Department of Applied Physics, Tohoku University)
1P021 Adaptive lambda square dynamics ¥ 2 21 L= 3y  £BFFORDENLIEERERE
Adaptive lambda square dynamics simulation: an efficient conformational sampling method for biomolecules
Jinzen Ikebe, Shun Sakuraba, Hidetoshi Kono (MMS., JAEA)
1P022 TPIURTFRETFNCS T ZBEMBBI RN —0OMEHE
Analysis of additivity in the alanine peptide model of protein solvation by molecular simulations
Hironori Kokubo, B. M. Pettitt (UTMB)
1P023 MD ¥ Xab—23»Il&3EHL £ % N0 BRMBEEREO i
Evaluation of the designed protein binding interfaces as studied by MD simulation
Masaki Fukuda, Hironao Yamada, Takeshi Miyakawa, Ryota Morikawa, Masako Takasu, Satoshi Akanuma, Akihiko Yamagishi (Sch. of Life Sci.,
Tokyo Univ. of Pharm. and Life Sci.)

01B. EAE : #BEHEE48R8 / 01B. Protein: Structure & Function

1P024 FHRKEICLDDNDILBEEEZ VNNV BHTICHN D ) LEEGRTF F7F0O7 OBLEERT
Coordination to divalent cations by calcium-binding proteins and calcium-binding peptide analogues studied by FTIR spectroscopy
Masayuki Nara', Hisayuki Morii2, Masaru Tanokura® (' College of Liberal Arts and Sciences, Tokyo Medical and Dental University, *National
Institute of Advanced Industrial Science and Technology (AIST), *Graduate School of Agricultural and Life Sciences, University of Tokyo)
1P025 EOHESHOEERAX X RMBHE T -2 ICHT3 70—/ 7 1 v MEIR
Global fit analysis on high pressure synchrotron small-angle x-ray scattering data of protein complexes
Tetsuro Fujisawa'?, Keiichi Kameyama', Ryo Ishiguro'-? (\Department of Chemistry and Biomolecular Science, Faculty of Engineering, Gifu
University, *RIKEN SPring-8 Center)
1P026 WSRRILARIEECELZ 2NV BRERICNMT 3 crowding $IROHE
Crowding effect on thermal transition of proteins clarified by SR-WAXS
Kazuki Takeuchi, Mitsuhiro Hirai (Graduate School of Engineering, Gunma University)
1P027 BEABOILEB K REREFEDRERTFRE
Thermal stability of lactate dehydrogenase of marine teleostei: molecular adaptation of ectothermic animal to low temperature
Mizuki Nakagawa!, Mika Yonezawa!, Shigeyoshi Nakamura?, Shun-Ichi Kidokoro?, Hideki Wakui!, Wataru Nunomura' ('Life Sci., Grad. Sch.
Eng. & Resource Sci., Akita Univ., ?Dept. Bioeng., Nagaoka Univ. Tech.)
1P028 BKEBRENIEXZ N VBEOEXFEICRITTE
Effects of organic solvents on the properties of fluorescent proteins
Hideaki Konishi, Suguru Asai, Kunio Takeyasu, Shigehiro Yoshimura (Kyoto university)
1P029 HR/NEAREBRICHEIIBFT M2 I L SNARE OB FH#E
molecular mechanism of synaptotagmin and SNARE in the synaptic vesicle fusion process
Yasuhito Nagai, Tadashi Takemori (Grad. Sch. Pure and appl sci., Univ. Tsukuba)
1P030 PLC-31PH KX A VOB FR7ORTY —
Intramolecular allostery in the PLC-61 PH domain
Michikazu Tanio, Katsuyuki Nishimura (/nstitute for Molecular Science)
1P031 BFHNFERAVHEBREZRF v X MscL OEEBEROEAICEESNRAOFHICHT MR
Molecular Dynamics Study on the Opening Behavior of Bacterial Mechanosensitive Channel MscL Effected by Membrane Thickness
Hiroki Katsuta', Yasuyuki Sawada?, Masahiro Sokabe? (!Sch. of Med., Nagoya Univ., *Dept. Physiol. Nagoya Univ. Grad. Sch. Med.)
1P032 BFHNFESI2AL—2 a3V EAVEXBEBRERF v RV MscL DT —F 1 2 JICET 20 5 AR
Fluctuation Analysis Study on Mechano-Gating in the E-coli Mechanosensitive Channel MscL Using Molecular Dynamics Simulations
Yuya Nakagawa, Yasuyuki Sawada, Masahiro Sokabe (Dept. Physiol. Nagoya Univ. Grad. Sch. Med)
1P033 XBEBBERF v+ R MscL OBRBRICEVT XA/ oY - 75— MIBEICESHT 3
Mechanosensor and gate is tightly coupled in the opening process of the bacterial mechanosensitive channel MscL
Yasuyuki Sawada!, Takeshi Nomura?, Masahiro Sokabe! (\Dept. Physiol. Nagoya Univ. Grad. Sch. Med., *Dept. Physiol. Kyoto Pref. Univ. Med.)
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HY/Ca* RIBEEFICH T 5 mEXDS FEE

Structural Basis for the Counter-Transport Mechanism of a H*/Ca** Exchanger

Tomohiro Nishizawa!, Satomi Kita?, Andres Maturana®, Noritaka Furuya', Kunio Hirata*, Go Kasuya!, Satoshi Ogawsawara®, Naoshi Dohmae?,
Takahiro Iwamoto?, Ryuichiro Ishitani!, Osamu Nureki'! ('Dept. Biophys. and Biochem., Grad. Sch. Sci., Univ. of Tokyo, *Dept. Pharmacol., Fac.
Med., Fukuoka Univ., *Dept. Bioengineering Sci., Grad. Sch. of Bioagricul. Sci., *RIKEN SPring-8, RIKEN Advanced Sci. Inst., °Grad. Sch. of Med.
and Faculty of Med., Kyoto Univ.)

RND RERIHE FF 2V 2K -2 —OBEEEENEENER

Structural basis for the inhibition of bacterial multidrug exporters

Keisuke Sakurai', Ryosuke Nakashima', Seiji Yamasaki'-2, Katsuhiko Hayashi'-2, Kunihiko Nishino!, Akihito Yamaguchi' (‘Institute of Scientific
and Industrial Research, Osaka University, *Graduate School of Pharmaceutical Sciences, Osaka University)
BEEEFREMHFEAVEERZME Na F + RV OILKEE & HEE

Two alternative conformations of a voltage-gated sodium channel

Kazutoshi Tani'!, Ching-Ju Tsai?, Katsumasa Irie', Yoko Hiroaki', Takushi Shimomura', Duncan G. McMillan®, Gregory M. Cook?, Gebhard
Schertler?, Yoshinori Fujiyoshi!, Xiao-Dan Li? (\CeSPI, Nagoya Univ., *Biomol. Res. Lab., Paul Scherrer Inst., *Dept. Micro. Immun., Univ. Otago)
Roles of two coupling helices between transmembrane and cytosolic domains in ABC transporter

Tomohiro Yamaguchi, Ryohei Jinushi, Sho Masuko, Toru Nakatsu, Hiroaki Kato (Grad. Sch. Pharm. Sci., Kyoto Univ.)
BFINFELI2AL—2aVTRBICFIRICETIERDR

The effects of mutations in CFTR as studied by molecular dynamics simulations

Mitsuhiko Odera', Tomoka Furukawa-Hagiya!, Tadaomi Furuta!, Yoshiro Sohma?, Minoru Sakurai' (!Center for Biol. Res. Info., Tokyo Tech,
2Dept of Pharmacol., Sch. Med., Keio Univ.)

RFHNEIAL—2 3V TRI VT —E TrClTA DEERVAZD X A= X L

Mechanism of substrate uptake in cellulase 7rCel7A as studied by molecular dynamics simulations

Takashi Kanazawa, Minoru Sakurai, Tadaomi Furuta (Center for Biol. Res. Info., Tokyo Tech)

ps A7 —IWVORFFEHAFEL I AL—2aVICEB3RBELZ/NVE LOV-HTH OXREEHRBOMREA

Study of the photoresponsive mechanism of LOV-HTH protein using ps scale molecular dynamics simulations

Tetsuo Kokubu, Tadaomi Furuta, Minoru Sakurai (Center for Biol. Res. & Inform., Tokyo Tech)

ABC FFVAR—=F—DX I LA F NEE N X1 ZEBHRLOEBRIIBIT—ATP & KDERE]

Theoretical analyses of the nucleotide-binding domain dimerization of ABC transporters: roles of ATP and water

Tomohiko Hayashi!, Tomoka Furukawa-Hagiya?, Chiba Shuntaro?, Tadaomi Furuta?, Norio Yoshida®, Minoru Sakurai? (!Inst. Adv. Energy, Kyoto
Univ., *Center for Biol. Res. Info., Tokyo Tech, Dept. Chem,. Fac. Sci., Kyushu Univ.)

ADP/ATP EB#EFOKBRIRBEX(LICH T 5 BR/HAE

A theoretical study on the large conformational change of ADP/ATP carrier

Koichi Tamura, Shigehiko Hayashi (Grad. Sch. Sci., Univ. Kyoto)

Computational design of short peptide inhibitors of protein-protein interactions in intracellular signaling mediated by CRK-SH2

Junya Yamagishi'-2, Noriaki Okimoto?, Takuma Kasai®, Atsushi Suenaga®, Mariko Okada?, Akira Imamoto®, Makoto Taiji'? (! University of Tokyo,
2RIKEN, 3AIST, *University of Chicago)

Electrostatic similarities between protein and small molecules facilitate the rational design of protein-protein interaction inhibitors
Arnout Voet, Francois Berenger, Kam Zhang (Zhang Initiative Research Unit, Institute Laboratories, RIKEN)
L7YHBREICLZERFIFIIHT IHENEREY T

Efficient sampling for biomolecules by the replica-permutation method

Satoru Itoh', Hisashi Okumura'? (\IMS, 2Sokendai)

Metadynamics: Implementation in GENESIS Software Package and Demonstration of the Efficient Computational Simulations of
Biomolecules

Raimondas Galvelis', Yuji Sugita!>* ('RIKEN AICS, >RIKEN ASI, 3RIKEN QBiC)

Motion Tree % FJF U 7= capping protein ® EEI5 & A7

Dynamical study of capping protein by Motion Tree

Motonori Ota', Shuichi Takeda?, Yuichiro Maeda?, Ryotaro Koike! (!nfo. Sci., Nagoya U., 2SBRC, Nagoya U.)

MSES & WAL A ICE - A BREEBBEAHBET YT

Structural ensemble of protein encounter complex revealed by Multiscale Essential Sampling

Satoshi Omori, Kei Moritsugu, Akinori Kidera (Grad. Sch. Med. Life Sci., Yokohama City Univ.)

IRITR ST ICA ZERAVEZ /8 BXEHOEVES) OB

Slow dynamics of protein backbone in molecular dynamics simulation revealed by time-structure based independent component analysis
Sotaro Fuchigami (Grad. Sch. of Medical Life Science, Yokohama City Univ.)

01C. EAE : ¥t / 01C. Protein: Property

FITVAENIBICHT 25K G2 OBERORREHRIICRET 2 B OREM T

Characterization of multispecific monoclonal antibody G2 directed against chicken prion protein
Yuji Kamatari', Masayuki Oda?, Takahiro Maruno?, Yuji Kobayashi®, Naotaka Ishiguro* ('Life Sci. Res. Center, Gifu Univ., >Grad. Sch. Life Env.
Sci., Kyoto Pref. Univ., *Graduate School of Engineering, Osaka University, *Fac. Applied Biol. Sci., Gifu Univ.)
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VIR DAY A MESEBILDORE

Identification of calcite-binding site of lithostathine

Seiya Togashi'-2, Yuichi Hanada'!?, Maho Nara??, Sakae Tsuda'? (Grad. Sch. Sci., Hokkaido Univ., *>BPRI, AIST, *Hokkaido High-Tech. Bio.)
A4V E- b MEEEZEDTVFAU/RTFRILETZEBI A EOHBERSE

Competitive binding of metal ions to octarepeat region of prion protein

Masahiro Yagi, Kazuya Iwama, Haruto Onda, Wakako Hiraoka (Graduate School of Science and Technology, Meiji University)

QCM (L& B3 TN T Y B & DHEERBAI

Analysis of interaction between glucagon and acidic lipid membrane by QCM

Takamichi Horie, Ayano Momose, Izumi Yamane, Hideki Fujita, Eri Yoshimoto, Izuru Kawamura, Akira Naito (Grad. Sch. Eng., Yokohama Natl
Univ.)

JroNA4r7aF T —EH S D Ig-like domain DIRE]

Function of the Ig-like domain of gingipain proteinase

Keiko Sato', Hideharu Yukitake!, Daisuke Nakane?, Satoshi Shibata', Yuka Narita', Koji Nakayama' (' Nagasaki Univ., >?Gakushuin Univ.)
SUNJBEORBE - REMICRIFTRRKA ) IBS LRV F -V OFMHE

Effects of polyol and cyclic oligosaccharide on structure and stability of protein

Takayuki Iokibe, Dai Katou, Takuya Hamada, Takayoshi Kimura (Fac. Science, Kinki Univ.)

FUNVEOBRREEICRIET S /7OTF AN OBEHRE

Inclusion effects of cyclodextrin on thermal stability of proteins

Toshiki Miki, Takayuki lokibe, Takayoshi Kimura, Tadashi Kamiyama (Fac. Science Kinki Univ.)

BB I2L-2 3V EAVESTMY OECSHBLICOVTOERNHE

Theoretical study on the self-assembly of satellite tobacco mosaic virus using coarse grained simulation

Masato Teranishi, Micke Rusmerryani, Kazutomo Kawaguchi, Hiroaki Saito, Hidemi Nagao (Grad. Sch. Nat. Sci., Univ. Kanazawa)
NITIVTHRENEEFAFHNE IaL—Yay

All-Atom Molecular Dynamics Simulation of Bacterial Cytoplasm

Isseki Yu!2, Takaharu Mori!, Jaewoon Jung?, Ryuhei Harada?, Yuji Sugita', Michael Feig® (\RIKEN Advanced Science Institute, >RIKEN
Advanced Institute for Computational Science, *Michigan State University)

BFHHAFELIAL—YaVICEBBELIY PO -HEEDOLLE

Comparison of calculation methods of configurational entropy from molecular dynamics simulation trajectories

Simon Hikiri!, Takashi Yoshidome?, Mitsunori Ikeguchi'? (\Grad. Sch. of Nanobioscience, Yokohama City Univ., >Grad. Sch. of Med. Life Sci.,
Yokohama City Univ.)

BFETVTEERAVERERTFIF /0L OEERIRT

A Conformational Analysis of Acid Unfolded Apomyoglobin using a Novel Molecular Modeling Method

Yasutaka Seki', Takamasa Nonaka', Kunitsugu Soda? ('Sch. of Pharm., Iwate Med. Univ., *High Perform. Molec. Simula. Team, ASI, RIKEN)
BRPICETZ2NVEFFORBOKFNE | /IME X RENELIC & 3887

Protein’s arrangement in aqueous solution before the self-assemblies: A small angle X-ray scattering study

Hiroshi Imamura!, Takeshi Morita', Tomonari Sumi?, Yasuhiro Isogai®, Minoru Kato*, Keiko Nishikawa' ('Chiba Univ. Grad. Sch. Adv. Int. Sci.,
20kayama Univ. Dept. Chem, 3Toyama Pref. Univ. Fac. Eng., *Ritsumeikan Univ. Dept. Pharm.)

FO/FOYF— MEREEICETZENBROFMAME: 700 MPa EAVAZT MUFFRLIM FOENERHME

Utility of pressure axis on tyrosine/tyrosinate fluorescence spectroscopy: A pressure-unfolding study of chicken ovomucoid at 700 MPa
Akihiro Maeno'?2, Hiroshi Matsuo®, Kazuyuki Akasaka' ('"HPPRC, Kinki Univ., *Dep. of med., Wakayama med. Univ., 3NICO)
Staphylococcal nuclease I~ & 7371 7O 75—V O EHOEE)

Main-chain dynamics of staphylococcal nuclease in microsecond timescale

Takahiro Matsumoto, Mariko Yamaguchi, Rumi Shiba, Hironari Kamikubo, Yoichi Yamazaki, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
Staphylococcal nuclease DZEHEIKEEIC & T 2 BABENRRYE L IEB/AMHMHEEIERADORKRE

Local flexibility of denatured structure and its relationship to non-local interaction in staphylococcal nuclease

Toshiyuki Minemura, Mariko Yamagichi, Yoichi Yamazaki, Hironari Kamikubo, Mikio Kataoka (Nara Institute of Science and Technology)
FUS/TLS # VNV BOREHNRET 2 HERERRBEENH LD FREXHA=XLA

A new pathomechanism of amyotrophic lateral sclerosis regulated by aggregation of FUS/TLS protein

Takao Nomura!, Shoji Watanabe?, Kumi Kaneko?, Koji Yamanaka*, Nobuyuki Nukina®, Yoshiaki Furukawa! ('Dept. of Chem., Keio Univ.,
2Doshisya Univ., >RIKEN, BSI, *“Nagoya Univ., *Juntendo Univ.)

1 FEEAX =DV TICEIBRBRE S + 0O Hsplo4 OIERABIE DR

Mechanism of Hsp104 disaggregase by single-molecule imaging

Momoko Okuda, Dai Nakasaka, Tatsuya Niwa, Hideki Taguchi (Grad. Sch. of Biosci. Biotech., Tokyo Tech)

B 7Y 4 Sup3s DA 1 K FHRR

Single Particle Tracking of Yeast Prion Sup35 in Living Cells

Keita Yasaka', Shigeko Kawai-Noma?, Hayashi Yamamoto®, Hideki Taguchi' ('Grad. Sch. of Biosci. Biotech., Tokyo Tech, >Grad. Sch. of Appl.
Chem. & Biotech., Chiba Univ., 3Front. Res. Cent., Tokyo Tech)

& IE Native PAGE 510 & 3 UV F - LERGPTET 37 304 FREHO LV BEBIEDEENEIR

Quantitative Analysis of High Pressure Native PAGE on Dissociation of Lysozyme Variant Amyloid Protofibril

Ryo Ishiguro'2, Hiroshi Matsuo?, Keiichi Kameyama!, Hideki Tachibana®, Tetsuro Fujisawa'? (\Fac. Eng., Gifu Univ., 2SPring-8, RIKEN, 3NICO,
4Grad. Sch. Biol. Oriented Sci. Tech., Kinki Univ.)
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VIF—LTYANT 4 FRIBERIFORHENC RIS ORE KFE

Temperature-Dependence of Fibrillation of Lysozyme Disulfide-Deficient Variant

Hideki Tachibana'?, Ryohei Kono?? (' Fac Biol-Ortd Sci Tech, Kinki Univ, *Wakayama Med Univ, >High-Pres Prot Res Center, Kinki Univ)
SEP %2 J &AW =2 N ERE DR IR BRI

Analysis of protein aggregation Kinetics using short amino acid peptide tags

Yutaka Kuroda', Alam Khan!, Monirul Islam'? (' Dept of Biotech and Life Sci, Tokyo Univ Agr & Tech, ?Dept Bioch and Mol Biol, Chittagong
Univ)

BWT PIRTFROREFYI2L—2avIild 37 I /BOEER G REEDORAER

All atom molecular dynamics simulation of short tetra-peptides shed insights into amino acid’s amorphous aggregation propensities
Yuji Sato!, Atsushi Suenaga?, Satoshi Kosuda!, Makoto Taiji®, Yutaka Kuroda' (' Department of Biotechnology and Life Sciences, Graduate School
of Engineering, Tokyo University of Agriculture and Technology, *Molecular Profiling Research Center for Drug Discovery, AIST, *Quantitative
Biology Center, RIKEN)

01D. EBE : #8E / 01D. Protein: Function

DRT I RBAKFBERD 7 1 — K3y 71551
The feedback regulation mechanism of dihydrolipoamide dehydrogenase
Tomoe Fukamichi', Hiromichi Nakashima', Etsuko Nishimoto? ('Institute of Biophysics, Faculty of Agriculture, Graduate School of Kyushu
University, *Molecular Bioscience, Bioscience and Biotechnology, Kyushu University)
BALTNVAVEEST /NI TITICHRT 3720 ACP EXHEDGELR
Comparison of the activities of acyl-ACP reductases from various alkane producing cyanobacteria
Ryota Nawa!, Fumitaka Yasugi?, Yuuki Hayashi, Munehito Arai'?3 (!Dept. Basic Sci., Univ. Tokyo, *Dept. Life Sci., Univ. Tokyo, >PRESTO, JST)
ZhIYNEFFEZ-EORMBEREICET 3EROMR
Theoretical Study on Catalytic Mechanism of Nitrile Hydratase
Megumi Kayanuma', Kyohei Hanaoka?, Mitsuo Shoji ('Grad. Sch. of Sys. and Inf. Eng., Univ. of Tsukuba, >Grad. Schl. of Pure & App. Sci., Univ.
of Tsukuba)

PTFZNEBEFF—ERIEBEICET %5 ONIOM EIC L 3R

Study on the reaction mechanism of adenylate kinase with ONIOM method
Kenshu Kamiya (Department of physics, School of science, Kitasato university)

bLF = EREERICE T 3 REEH O RLAZEA
Theoretical elucidation on the reaction control mechanism in Threonine Synthase
Mitsuo Shoji'-2, Kyohei Hanaoka!, Yuzuru Ujiie!, Wataru Tanaka', Megumi Kayanuma?, Hiroaki Umeda?, Yasuhiro Machida®*, Takeshi
Murakawa®, Hideyuki Hayashi* (\Grad. Sch. of Pure & App. Sci., Univ. Tsukuba, *Center for Comp. Sci., Univ. Tsukuba, *Grad. Sch. of Sys. & Inf.
Eng. Univ. Tsukuba, *Dep. Chem., Osaka Med. College, *Dep. of Biochem., Osaka Med. College)

O1E. EAE : 518l - ###F DA% / O1E. Protein: Measurement & Analysis

Y B FOFFEHNZIIHT 2BRRIIBIN—EHT L EBEXLORFREERS -

Time-series analysis of molecular dynamics: Conformational change and dynamics of collective behavior

Kana Fuji!, Masakazu Sekijima?, Hiroshi Fujisaki®, Mikito Toda* (! Graduate of school Humanities and Sciences, Nara Women's Univ., *GSIC,
Tokyo Tech, 3Phys., Nippon Medical School, *Sci. , Nara Women's Univ.)

ZhENDBEHROLFEED 5 L3 BBOEOEHED LB

Superposition of protein structures each of which is a set of multiple conformations

Takashi Amisaki, Shin-ichi Fujiwara (Department of Biological Regulation, Faculty of Medicine, Tottori University)

DFTIZ&B T IANYVEBICEITBT I /BENRTF FOEBRBE— FORE

DFT approach for the assignment of low-frequency vibrational modes of amino acids and peptides in the terahertz frequency region
Ohki Kambara (RIE, Shizuoka Univ.)

BEIXREY AT LERWEYI IR TOY T4V TERICEBIRTF FOERERE

A new approach to detect small peptides clearly and sensitively by Western blotting using a vacuum-assisted detection method

Satoshi Tomisawa, Chiharu Abe, Masakatsu Kamiya, Takashi Kikukawa, Makoto Demura, Keiichi Kawano, Tomoyasu Aizawa (Grad. Sch. Life
Sci., Hokkaido Univ.)

Grb2 #BICEH LI EGFROF T4 JREHXL1F IV A0 1 53 Fatill

Single-molecule measurements of kinetics and dynamics of an epidermal growth factor receptor upon Grb2-binding

Kenji Okamoto, Yasushi Sako (RIKEN)

—FFHAFAEICEZ KV TOVAY Yy 7 ZAOEHEOHRE

Single molecule force spectroscopy by AFM indicates highly resilient structure of polyproline helix

Masaru Kawakami (School of Materials Science, Japan Advanced Institute of Science and Technology)

FRE=— NVESHEOEEREFEMEIC L 5 HEiEmRN

Structural analysis of needle complex from shigella flexineri by cryo electron microscopy

Naoko Kajimura'2, Martin P. Cheung?®, Takayuki Kato!, Ariel J. Blocker?, Keiichi Namba'* (!Grad. Sch. of Frontier Biosci., Osaka Univ., 2JEOL
Co., Ltd., 3Sch. of Cell. & Mol. Med., Univ. of Bristol, *QBiC., RIKEN)
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EaRERERRICH ~BEFEMERH X 5 OFE
Evaluation of cameras for high resolution structural analysis by cryoEM
Takayuki Kato!, Tomoko Miyata', Keiichi Namba'? (\Grad. Sch. Frontier Biosci., Osaka univ., *QBic, Riken)

O1F. ERE : EAEI%® #1tI % / O1F. Protein: Engineering

Attempt of expression of the glycoprotein from Richadella dulcifica

Maria Namba, Naoya Hashikawa, Satoru Yamaguchi (Okayama Univ. Sci.)

TVHVERBT 37V ERARTLTE FRALVKEZMMEBROT 520 A% v Y EREN

Alanine scanning mutagenesis of cyanobacterial aldehyde decarbonylase that synthesizes alkanes

Fumitaka Yasugi', Yuuki Hayashi!, Munehito Arai'-? ('Dept. Life Sci., Univ. Tokyo, *PRESTO, JST)

An Information Theoretical Approach to Local Equilibrium State Analysis for Single-Molecule Time-Series

J. Nick Taylor!, C. B. Li!, S. Kawai', Henning D. Mootz?, Haw Yang?, Tamiki Komatsuzaki! (' Hokkaido University, >Westfalische Wilhelms-
Universitat Muenster, 3Princeton University)

BEIVNIEBEDTY MV RE

Principles for designing ideal protein structures

Nobuyasu Koga', Rie Koga(Tatsumi)!, Gachua Liu?, Rong Xiao?, Gaetano T. Montelione?, David Baker! (!Univ. Washington, Dept. of
Biochemistry, *Rutgers Univ., Dept. Mol. Biol. and Biochem.)

BEMEEE R OB S /N BOERERE

Theoretical design of functionalized proteins with ideal scaffold

Takahiro Kosugi, Nobuyasu Koga, Rie Tatsumi-Koga, David Baker (Dept. of Biochem., Univ. Washington)

R —LABEEFRREZAMNALAELRIZICLS p-F 7024 —EOHENRE

Directed Evolution of f-glucuronidase Using Liposome-based IVC

Takehiro Nishikawa', Takeshi Sunami'-2, Tomoaki Matsuura', Tetsuya Yomo'>* ('\JST, 2Grad. Sch. of Info. Sci. & Tech., Osaka Univ., *Grad.
Sch. of Eng., Osaka Univ., *Grad. Sch. of Frontier Biosci., Osaka Univ.)

REASCEDERIREFE [VAYV—LT1 XATLME] OBEEER: VRV —LEEEHRBRRICES o-~NTV 22D invitro
aFE

Liposome Display: Directed evolution of membrane protein, alpha hemolysin, by using liposome and cell-free translation system
Satoshi Fujii', Tomoaki Matsuura'-?, Takeshi Sunami'-3, Yasuaki Kazuta!, Tetsuya Yomo'>* (\JST, 2Grad. Sch. Eng., Univ. Osaka, *Grad. Sch.
Bioinfo.Eng., Univ. Osaka, *Grad. Sch. Fron. BioSci., Univ. Osaka)

02. NLERE / 02. Heme proteins

Z MUY T 0L 1 DALEESTF— 7 (HRM) DRI

Characterization of HRM in Chicken Cryptochromel

Yusuke Otsuka, Junya Kuzukawa, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci., Grad. Sch. Adv. Sci. and Eng., Waseda Univ.)
#RHR cytochrome b561 7 7 X U — DA EERRIR

Analyses on the physiological functions of the cytochrome b 5, protein family in C.elegans

Yurie Hirano, Masahiro Miura, Motonari Tsubaki (Dept. of Chem., Grad. Sch. of Sci., Kobe Univ.)

#RHR cytochrome b561 & €0 ¥ Cecytb-1 DHEEERRIT

Analyses on the novel function of Cecytb-1, a cytochrome b561 homolog in Caenorhabditis elegans

Akie Tejima, Yurie Hirano, Masahiro Miura, Motonari Tsubaki (Dept. of Chem., Grad. Sch. Sci., Univ. Kobe)

Substrate access to slow substrate binding P450cam with mutation at the proposed gate for water egress/ingress from/to the active site
Ayaka Kishimoto!, Kenji Takagi!, Tsunehiro Mizushima!, Keisuke Sakurai’?, Katsuyoshi Harada’, Takashi Hayashi®, Hideo Shimada' (!Grad. Sch.
Sci., Univ. Hyogo, *Inst. Sci. Ind. Res., Osaka Univ., >Grad. Sch. Eng., Osaka Univ.)

Heme serves as scaffold for substrate-driven active site structuring in cytochrome P450cam

Kenji Takagi', Ayaka Kishimoto!, Aya Amano', Keisuke Sakurai?, Kazumasa Muramoto', Tsunehiro Mizushima', Hideo Shimada' ('Grad. Sch.
Sci., Univ. Hyogo, *Inst. Sci. Ind. Res., Osaka Univ.)

BERIGOBEIEARBREERT S5/ /70RB70-75 v 2 150K

Development of micro-channel flow-flash method for time-resolved spectroscopic study of enzymatic reactions

Tetsunari Kimura!, Takehiko Tosha!, Yoshitsugu Shiro!, Minoru Kubo'-? (\RIKEN, 2PRESTO, JST)

CEA47 L - ABRFRBETHROEREEEED pH KEFHE

pH dependence of the oxygen consumption activity of the C-type heme-copper oxygen reductase

Yui Iwamoto', Yuriko Ando!, Yoshitsugu Shiro'?, Kazumasa Muramoto! (!Grad. Sch. Life Sci., Univ. Hyogo, >Harima Inst., RIKEN)

03. [EERBE / 03. Membrane proteins

13FA 2= T I RKBEIT V2 I VESBEAOMBAEERIT

Lateral diffusion of metabotropic glutamate receptor observed in single-molecules on the living cell surface

Masataka Yanagawa!, Michio Hiroshima!*?, Takahiro Yamashita®, Yoshinori Shichida®, Yasushi Sako' (' Cellular Informatics Laboratory, RIKEN,
2Quantitative Biology Center (QBiC), RIKEN, 3Department of Biophysics, Graduate School of Science, Kyoto University)
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BAFEGHV/NVEKRas D74 b70OI v 73 FaRAVAERIE

Photo-regulation of small G protein K-Ras using photochromic molecules

Seigo Iwata!, Shinsaku Maruta'? ('Dept. Bioinfo., Grad. Sch. Eng., Univ. Soka, *Dept. Biolnfo., Fac. Eng., Univ. Soka)

Highly stable tubes of bovine mitochondrial F-ATP synthase suitable for electron cryo tomography

Christoph Gerle', Chimari Jiko?, Shintaro Maeda!, Karen Davies®, Werner Kuhlbrandt?, Yoshinori Fujiyoshi*, Kyoko Shinzawa-Ito!, Shinya
Yoshikawa! (\Grad. Sch. Life Sci., Univ. Hyogo, *Inst. Prot. Res., Osaka Univ., *Max Planck Biophys., *CeSPI, Nagoya Univ.)

KBEZHHL b7 2 2K — 42 —EEK AcrAB DS EHIRE

AcrB-AcraA fusion protein indicates that multi-drug efflux transporter complex AcrAB coupling ratio is 1:1

Katsuhiko Hayashi'-2, Ryosuke Nakashima?, Keisuke Sakurai’, Seiji Yamasaki'?, Kunihiko Nishino*, Akihito Yamaguchi® ('Dep. Cell Biol., Grad.
Sch. Phrm. Sci., Osaka univ., *Dep. Cell Memb. Biol., ISIR, Osaka univ., 3Lab. Cell Memb. Strac. Biol., ISIR, Osaka univ., *Lab. Microbiol. Infec.
Diseases, ISIR, Osaka univ.)

EGFR #ilaEEOERIC & 5 EGF RBIKiEHEL

Spontaneous activation of EGFR by mutations in its intracellular region in the absence of bound ligand

Hiraku Miyagi, Ichiro Maruyama (OIST)

BEEBEICSTFBINIFVAQRT O EBR 7 v RLAX 77 F oY v OERMNE

Low affinity of bacteriorhodopsin to partially fluorinated phosphatidylcholine in reconstituted membrane

Masaru Yoshino!, Kenji Kanayama!, Takashi Kikukawa?, Toshiyuki Takagi’, Hiroshi Takahashi', Yasunori Yokoyama®, Hideki Amii!, Toshiyuki
Kanamori®, Masashi Somoyama! (!Fac. Sch. Tech., Gunma Univ., >Fac. Adv. Sci., Hokkaido Univ.,*R.C. Stem Cell Eng., *Dept. Appl. Phys.,
Nagoya Univ.)

N7FIVFARTOBERGICHAT 2 ERMHME

A theoretical study on color variants of bacteriohrodopsin

Seiya Sugo!, Motoshi Kamiya!, Yuki Sudo?, Shigehiko Hayashi' (! Graduate School of Science, Kyoto Univ., *Graduate School of Science, Nagoya
Univ.)

HEHSIaL-2avItdd HV1 70 b F v 2VOHEREREOHE DK

Evaluating the impact of charged residues in proton channel Hvl by computer simulations

Matsuyuki Shirota'?, Susumu Chiba!, Kota Kasahara®, Hiroko Kondo', Kengo Kinoshita'->* ('GSIS., Tohoku Univ., >*ToMMo, Tohoku Univ., *IPR,
Osaka Univ., *IDAC, Tohoku Univ.)

Behavior of potassium ions around the potassium channel in relation to permeation events

Toshiyuki Saito!, Kota Kasahara?, Matsuyuki Shirota'-3, Hiroko Kondo!, Kengo Kinoshita'-** (\Grad. Sch. Information Sci, Tohoku Univ., *IPR,
Osaka Univ., 3ToMMo, Tohoku Univ., *IDAC, Tohoku Univ.)

RBEHF AR TNOQRTOVERREIVINVBDSLEIRES VNV BOHE

Characteristic of fusion protein between light-driven anion pump halorhodopsin and luminescence protein

Kentaro Saito, Noritaka Kato, Yuri Mukai, Takanori Sasaki (School of Science and Technology, Meiji University)
777FZZNO0F7YVOERBERVERICEZ5H07 /1 NEAORE

Effect of carotenoid binding to structure and function of Natronomonas pharaonis halorhodopsin

Kaede Suzuki, Noritaka Kato, Yuri Mukai, Takanori Sasaki (Grad. Sch. Sci. and Tech., Univ. Meiji)
FPoAVERICHESBL2NENOORT Y YOS RIEEZTLDIRH

Detection of tertiary structural change of membrane protein halorhodopsin by anion binding

Takahiko Yokota, Noritake Katou, Yuri Mukai, Takanori Sasaki (School of Science and Technology, Meiji University)
NOORTIVZ26PHEOHOT /1 FEAVHERYE

Specificity of carotenoid biding of trimer halorhodopsin

Yasuyuki Miyazaki, Noritaka Kato, Yuri Mukai, Takanori Sasaki (Sch. Sci. and Tech., Univ. Meiji)

REBTFI/BETEH BN/ NOO0R T VAL THOEEGEK

Oligomer formation between membrane protein halorhodopsins with different amino acid tags

Tomokazu Wakatsuki, Noritaka Kato, Yuri Mukai, Takanori Sasaki (Sch. Sci. and Tech., Univ. Meiji)

04. S ERAE / 04. Nucleic acid binding proteins

PBSA iKIZ& % RecA YAV EF — £ D ssDNA R U dsDNA & DIEEHED LR

Comparison of ssSDNA- and dsDNA-binding affinity of RecA recombinase using the PBSA method

Yuichi Kokabu, Mitsunori Ikeguchi (Grad. Sch. Med. Life Sci., Yokohama city univ.)

DNA-binding-induced conformational changes in proteins

Munazah Andrabi’, Kenji Mizuguchi'?, Shandar Ahmad'? (! National Institute of Biomedical Innovation, *Graduate School of Frontier
Bioscience, Osaka University, Center for Developmental Biology, RIKEN)

Single-Molecule Studies on How Pifl Helicases Regulate Telomerase Activity

Hung-Wen Li', Jing-Ru Li!, Jing-Jer Lin? (' Dept. of Chemistry, National Taiwan Univ., Taiwan, *Institute of Biochemistry and Molecular Biology,
National Taiwan Univ.)

(64X EERFE O X F DNA BIEREHEE

A two photon DNA repair mechanism of the (6-4) photolyase

Junpei Yamamoto', Ryan Martin?, Shigenori Iwai', Pascal Plaza?, Klaus Brettel® (! Grad.Sch.Eng.Sci., Osaka Univ., 2ENS Paris, France, >3CEA
Saclay, France)
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1P129
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1P131

Single Nucleosome under Tension and Torsion
Jen-Chien Chang', Michel de Messieres?, Arthur La Porta! (!Dept. Phys., University of Maryland, USA, *National Institute of Health, Bethesda,
MD, USA)

O5A. %8 : #8& - 1% / O5A. Nucleic acid: Structure & Property

How does alcohol cause the transition of higher-order structure of DNA?

Yuki Oda', Yuko Yoshikawa3, Tadayuki Imanaka?, Toshio Kanbe?, Takahiro Kenmotsu', Kenichi Yoshikawa! (\Faculty of Medical and Life
Sciences, Doshisha University, *Nagoya University, School of Health Sciences, 3Lab.Environ.Biotech, Ritsumeikann University)
Ultrasound-induced double-strand breaks in relation to the higher-order structure of DNA

Rinko Kubota', Naoki Ogawa!, Yukihiro Kagawa', Yuko Yoshikawa?, Yoshiaki Watanabe', Takahiro Kenmotsu', Kenichi Yoshikawa! (! Faculty
of Life and Medical Sciences, Doshisha University, 2Lab. Environ. Biotech., Ritsumeikan University)

MRS AEZRKEAE(I)IRKIC L 5 DNA OIAFBEXL

Conformational change of DNA induced by novel antitumor dinuclear Pt(II) complexes

Akira Muramatsu', Yuko Yoshikawa?, Seiji Komeda?, Wakao Fukuda?, Tadayuki Imanaka?, Toshio Kanbe*, Kenichi Yoshikawa! (Faculty of Life
and Medical Sciences, Doshisha University, >College of Life Sciences, Ritsumeikan University, *Faculty of Pharmaceutical Sciences, Suzuka
University of Medical Science, *School of Medicine, Nagoya University)

Mg(2+) causes shrinking on DNA but prevents spermidine(3+)-induced compaction

Chika Tongu!, Yuko Yoshikawa?, Anatoly A Zinchenko?, Ning Chen?, Takahiro Kenmotsu!, Kenichi Yoshikawa! (! Faculty of Bio and Medical
Sciences,Doshisha University, *Ritsumeikan University, *Nagoya University)

— 7% DNA 55 EEE O DNA-SWNT HEARAOBR L RE

Selective adhesion of single-stranded DNA binding protein to DNA-SWNT hybrids

Daisuke Nii, Takuya Hayashida, Kazuo Umemura (Graduate School of Science, Tokyo University of science)

EREERBEHBEICEL S a3y Y ay/NI RNAI BEEAGRTEOEKBIEDRZA

Defining fundamental steps in the assembly of Drosophila RNAi enzyme complex by TIRF microscopy

Hiroshi M. Sasaki', Shintaro Iwasaki', Yuriko Sakaguchi?, Tsutomu Suzuki?, Hisashi Tadakuma?, Yukihide Tomari'* ({/MCB, Univ. of Tokyo,
2Dept. Chem. Biotech., Grad. Sch. Eng., *Dept. Med. Genom., Grad. Sch. Front. Sci.)

RFBICLYBENICECHEMLT 3 RNASFOK Y FOBE

Construction of an RNA molecular robot autonomously self-assembled by light stimulation

Hao Li'?, Hirohide Saito?, Masahiro Talinoue>* (' Dep. Cont. and Sys., Engineering, Tokyo Tech., *Interdisciplinary Grad. Sch. of Sci. and Eng.,
Tokyo Tech., *The Hakubi Center, Kyoto Univ., *PRESTO, JST)

EBE-RNA OEAFLFEETH

Tertiary structure prediction of Protein-RNA complexes

Tomoshi Kameda', Junichi Iwakiri?, Michiaki Hamada?, Kiyoshi Asai'? (\CBRC, AIST, >Grad. Sch. Frontier Sci., the Univ. of Tokyo)

06. EFIKEE / 06. Electronic state

BEBHEZVNIVEOHEHEANRY MVICET 3EHROWE

A theoretical study on the fluorescent spectrum of enhanced green fluorescent protein

Yoshihiro Uchida', Masahiro Higashi?, Shigehiko Hayashi' ('Grad. Sch. Sci., Kyoto Univ., *Inst. Mol. Sci.)

Zero-dipole summation method for evaluating electrostatic interaction in molecular simulation of biomolecular system

Ikuo Fukuda, Narutoshi Kamiya, Haruki Nakamura (/nstitute for Protein Research, Osaka University)

DFTB $ S U'REUS ZALVE7OY 7T KO7O M BEEHE

Calculation of proton transfer in malonaldehyde using DFTB and REUS

Shingo Ito!, Stephan Ire?3, Yuko Okamoto! (!Department of Physics, Graduate School of Science, Nagoya University, *WPI-Institute of
Transformative Bio-Molecules, *Department of Chemistry, Graduate School of Science, Nagoya University, Nagoya)

ESP S EBFEATF ALV - QMMM FHEEDR R

Development of multipole electrostatic potential operator for QM/MM method

Yusuke Inoue', Takahiro Kosugi?, Hiroshi Nakano?, Takeshi Yamamoto', Shigehiko Hayashi! (\Grad. Sch. Sci., Kyoto Univ., *Univ. of
Washington, 3Grad. Sch. Eng., Kyoto Univ.)

FMO i Z AW EEIREBBINICL S 2 /N7 EOFARINF R

Prediction of IR spectra by normal mode analysis based on the Fragment Molecular Orbital(FMO) method

Hiroya Nakata'-2, Dmitri Fedorov?, Satoshi Yokojima®*, Kazuo Kitaura®, Shinichiro Nakamura? (! Tokyo Institute of Technology, >RIKEN, *National
Institute of Advanced Industrial Science and Technology, *Tokyo University of Pharmacy and Life Sciences, >Graduate School of System

Informatics, Kobe University)

07. 7K - 7kK#0 E#EE / 07. Water & Hydration & Electrolyte

KIZEAEZIHWEEOHL?
Does water drive a protein to fold?
Yutaka Maruyama, Yuichi Harano (/nst. Protein Res., Osaka Univ.)
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FEIENVRFIRRKDTIANY ZF14F 37 Z0REEREFE

Temperature dependence of terahertz dynamics of nano-confined water in a reverse micelle

Hiroshi Murakami (JAEA)

Terahertz dynamics of hydrated protein studied by X-ray scattering

Koji Yoshida, Toshio Yamaguchi (Fukuoka Univerisity)

FINVYBEBBEESERICEL DYV F - LEIRBZ (I 7 AORE - KINKEFEORA

Temperature and hydration dependence of low-frequency dynamics of lysozyme studied by terahertz time-domain spectroscopy
Naoki Yamamoto!, Atsuo Tamura?, Keisuke Tominaga'? (\Molecular Photoscience Research Center, Kobe University, *Graduate School of
Science, Kobe University)

FEBMARKBEICEL S AU TY VB Na, PIVFILHIKVE Na. FTIVFIVZIVK VB Na DIKFIEHE

Hydration properties of sodium-oligophosphates, -alkyl carboxylates and -alkyl sulfonates by dielectric relaxation spectroscopy
Kazuki Ishimori, Yangtian Wang, Norihiko Tanno, George Mogami, Tetsuichi Wazawa, Nobuyuki Morimoto, Makoto Suzuki (Dept. Materials
Processing, Tohoku Univ.)

09. &4 - 51k / 09. Development & Differentation

Spatiotemporal measurement of cellular and tissue elasticity in the developing brain

Misato Iwashita'2, Kazunori Toida'?, Yoichi Kosodo!? ('Kawasaki Medical School, *Department of Anatony)

BRI ZINETIVD invivo RR

In vivo realization of the minimal stem cell model in Escherichia coli

Sumire Ono', Reiko Okura!, Yuichi Wakamoto'-? (\Grad. Sch. Arts and Sci., Univ. Tokyo, *Research Center for Complex Systems Biology, Univ.
Tokyo)

BB FAMBRICESVWAHRMEONERET NV

Realistic dynamical system model of cell differentiation based on known gene-regulatory interactions

Tadashi Miyamoto', Chikara Furusawa?, Kunihiko Kaneko! (!Grad. Sch. Art. Sci., Univ. Tokyo, >QBiC, Riken)

10. §5& / 10. Muscle

TIFL747 X  NOBRADZZALERATELONFFIal—-2a Y

A Molecular Simulation Study to Investigate Actin Filament Elongation Mechanism

Nobuhiko Wakai', Kazuhiro Takemura?, Takashi Fujii>*, Keiichi Namba®*, Akio Kitao®’ ('Grad. Sch. Frontier Sci., Univ. Tokyo, *IMCB, Univ.
Tokyo, *QBiC, RIKEN, *Grad. Sch. Frontier Biosci., Osaka Univ., >JST, CREST)

F-7 7 FOKIIKEBICIRIZFTNG A F1 A OHR

Halide ion effect on hydration state of F-actin

Noriyoshi Ishida, Takahiro Watanabe, George Mogami, Tetsuichi Wazawa, Makoto Suzuki (Grad. Sch. Eng., Tohoku Univ.)

TOFUER., IV ATP MK BEHEICHT 5 Tyrla3 ZEROHR

Changes of polymerization and activation of myosin ATPase of Dictyostelium actin induced by mutation of Tyrosin-143

Yuki Gomibuchi', Taro Uyeda?, Takeyuki Wakabayashi'-* (! Teikyo Univ. Grad. Sciences and Engineering, AIST, *Teikyo Univ. Dept. Judo
Therapy)

FHEFHILICLIHANHVT 1 X bDFLF IV ATLORE

Changes in the dynamics of the muscle thin filaments observed by neutron scattering

Satoru Fujiwara', Tatsuhito Matsuo', Takeshi Yamada?, Nobuaki Takahashi®, Kazuya Kamazawa?, Yukinobu Kawakita®, Kaoru Shibata® ('QuBS,
JAEA, >CROSS Tokai, 3J-PARC Center, JAEA)

SDSL-ESR (= & %08 FOKR = -1 O N R{BERIBHALOERIHEE

Structural Dynamics of N-terminal Extension of Cardiac Troponin I by Site Directed Spin Labeling-EPR

Chenchao Zhao', Hiroaki Yamashita', Keisuke Ueda'>, Shoji Ueki?, Toshiaki Arata' (\Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., >Tokushima-
Bunri Univ., *Inst. Prot. Res., Osaka Univ.)

ESRICEBZHAMNT « T X MIBWBITIF & CafRBi 2 NI EOHEEE

Structural dynamics of actin and Ca-regulatory proteins in muscle thin filament by using ESR

Yoshiki Tsujimoto!, Akie Yamamoto!, Keisuke Ueda?, Toshiaki Arata' ('Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., *Inst. Prot. Res., Osaka
Univ.)

11. FF—%— / 11. Molecular motor

Effects of the KIF2C neck peptide on microtubules: lateral disintegration of microtubules and p-structure formation

Youske Shimizu'2, Takashi Shimizu?, Masayuki Nara®, Mahito Kikumoto!, Hiroaki Kojima!, Hisayuki Morii> ('NICT, 24IST, 3Tokyo Medical and
Dental Univ.)

A5 ZEBREICBELEF-7IFANDIT7 1) & HMM E HBRIAES

Cooperative binding of cofilin and HMM to immobilized F-Actin on a glass surface

Yusuke Nishikawa', Hiroaki Ueno!, Akira Ainai'!, Taro Ueda?, Kiyotaka Tokuraku! (!Grad. Sch. Appl. Sci, Muroran Inst., *Adv. Ind. Sci. Tech,
National Inst.)
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HENAEE— 2 —BEEFESEMotA/BF ¥ 2NN 7OREBX A= XA

Proton permeation mechanism through the channel of flagellar motor stator complex MotA/B

Yasutaka Nishihara, Akio Kitao (IMCB, Univ of Tokyo)

=& AFM IC & B Ascaris ¥ FHED MSP R DRE

Observation of MSP filaments in cell-free extract from Ascaris sperm by high-speed atomic force microscopy

Katsuya Shimabukuro', Takamitsu Haruyama?, Ryoko Chijimatsu!, Hiroki Konnno? (!Ube Nat. Col. Tech., *Bio-AFM, Kanazawa Univ.)

The Mg?* binding site of the ATP synthase ¢ subunit from Bacillus subtilis derived by Molecular Dynamics simulations

Alexander Krah, Shoji Takada (Theoretical Biophysics Lab, Dept. Biophysics, Kyoto University)

WEERS M= E2BEBHRE L TRINEHREH 2 RELEIWMMEN L

A microtubule bundle that produces oscillatory bending movement with axonemal dynein

Susumu Aoyama, Yuichi Hiratsuka (Sch. Matl. Sci., JAIST)

Athermal Fluctuations of Probe Particles in Active Cytoskeletal Networks

Irwin Zaid?, Heev Ayade!, Julia Yeomans?, Daisuke Mizuno' ('Kyushu University, *Oxford University)
FIVIFLT)A-NTIF @M AEEOEHICRIZTRE

Effect of polyethylene glycol on the motility of actin and regulated thin filaments on myosin molecules

Kuniyuki Hatori, Shinsuke Munakata (Grad. Sch. Sci. Eng., Yamagata Univ.)

A2V WINEA Y E =7 14 ZADEER: MIED S AAA+ ATPase FX A VICEDL S ICHERPBEASN B H?

Structural analysis of dynein-microtubule interface: How is a signal transmitted from microtubule to AAA+ ATPase domain?

Seiichi Uchimura', Takashi Fujii?, Hiroko Takazaki', Rie Ayukawa!, Itsushi Minoura', Yosuke Nishikawa?, You Hachikubo!, Takahide Kon*,
Genji Kurisu?, Kazuo Sutoh®, Keiichi Namba®, Etsuko Muto! (\BSI, RIKEN, >QBiC, RIKEN, *IPR, Osaka Univ., *Fac. Biosci. Appl. Chem., Hosei
Univ., >Fac. Sci. Eng., Waseda Univ., °Grad. Sch. Front. Biosci. Osaka Univ.)

FROVDBHEED SBESANDKEXLICE T I HREHEE

A mechanistic pivot-point in the weak-to-strong state transition during kinesin-microtubule interactions

Itsushi Minoura, You Hachikubo, Yoshihiko Yamakita, Hiroko Takazaki, Rie Ayukawa, Chihiro Yoshida, Seiichi Uchimura, Etsuko Muto (RIKEN
BSI)

EEAFM ILE > THL D EL oI AP X DHETAHZX L

‘Walking mechanism of myosin X revealed by high-speed AFM

Yusuke Sakiyama', Noriyuki Kodera?, Osamu Sato®, Mitsuo Ikebe?, Toshio Ando'? ('Grad. Sch. Sci., Kanazawa Univ., *Bio-AFM FRC,
Kanazawa Univ., *Dept. Physiol, Univ. Massachusetts Med. Sch.)

EEAFM ILE S TSP EL LI A Y VOB NETRXHZX L

Chemomechanical coupling mechanism of myosin V revealed by high-speed AFM

Noriyuki Kodera!, Takayuki Uchihashi'-, Kenta Yagi2, Toshio Ando'? (\Bio-AFM FRC, Inst. Sci. & Eng., Kanazawa Univ., 2Sch. Math. & Phys.,
Col. Sci. & Eng., Kanazawa Univ.)

EEAFM ILL 341 2 OBBEHBORE

High-Speed-AFM Observation of Processive Movement of Cytoplasmic Dynein

Shuji Fujita!, Keitaro Shibata?, Takayuki Uchihashi'~, Yoko Toyoshima?, Toshio Ando!-? (!College of Science and Engineering, Kanazawa
University, *The University of Tokyo, 3Bio-AFM Frontier Research Center, College of Science and Engineering, Kanazawa University)
TAAT5XATE—ELDOHLESYTIVEBEOESRRILAF NILKET S

Nucleotide-dependent interaction between legs of Mycoplasma mobile and sialyllactose

Yoshiaki Kinosita', Daisuke Nakane', Makoto Miyata?, Takayuki Nishizaka! (! Faculty of Science, Gakushuin Univ., >Graduate School of Science,
Osaka City University.)

BETINITITOHRENL S LEHRBEL=ZRTTERT 3

Three-dimensional tracking of tank-like motility apparatus of the gliding bacterium

Showko Odaka, Daisuke Nakane, Takayuki Nishizaka (Department of Physics, Gakushin University)

BEOSL S GHBHTEHNITIT

Bacterium moves like a tank

Daisuke Nakane', Keiko Sato?, Hirofumi Wada?, Mark McBride*, Koji Nakayama?, Takayuki Nishizaka' ('Dept. Phys., Gakushuin Univ., ?Dept.
Mol. Microbiol. Immunol., Nagasaki Univ., 3Dept. Phys., Ritsumeikan Univ., *Dept. Biol. Sci., Univ. Wisconsin Milwaukee)
FUEBENOBEXILLE1 FFLANTIRETZREERSM v F IRV L L TIRFM

Advanced TIRF microscopy to detect single-molecule conformational changes in both azimuth and axial axis using polarization switching
Nagisa Mikami', Tomoko Masaike'-2, Mitsuhiro Sugawa', Takayuki Nishizaka' ('Dept. phys., Gakushuin Univ., 2Dept. Appl. Biol. Sci., Tokyo
Univ. of Science)

19 F FRET 5HBlIC & 3 F-ATPase D ATP #5515 5 s OB

Analysis of the ATP-waiting form of F,-ATPase by single-pair FRET measurement

Mitsuhiro Sugawa', Masaru Kobayashi!, Takashi Matsui!, Tomoko Masaike>? (! Dept. Phys., Gakushuin Univ., 2Dept. Appl. Biol. Sci., Tokyo Univ.
Sci., 3JST)

F,-ATPase DEE 2V ¥ —DiEEGHFEGDAE

Measurement of lifetime of the bond between the shaft and the cylinder in single F,-ATPase

Tatsuya Naito', Kaoru Okada!, Tomoko Masaike'-2, Takayuki Nishizaka! (' Dept. phys., Gakushuin Univ, *Dept. Appl. Biol. Sci., Tokyo Univ. of

Science)
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1P175

1P176

1P177

1P178

1P179

N REEEEREBEF 2O VICEBWMEDIRTA-V R ) 1 —EF)

Three-dimensional corkscrewing motion of a microtubule driven by single-headed kinesins with mutations in the N-terminal region
Shoko Fujimura!, Shinsuke Owada', Takayuki Nishizaka!, Junichiro Yajima? (\Dept. phys., Gakushuin Univ., *Graduate School of Arts and
Sciences, The University of Tokyo)

G-. F-7 7 F 7 OKMAE L RILBAE

Hydration and partial specific volume measurements of G- and F-actin

Asato Imao, Takahiro Watanabe, Tetsuichi Wazawa, George Mogami, Nobuyuki Morimoto, Makoto Suzuki (Dept. Materials Processing, Tohoku
Univ.)

T FIFEBE N EEROREAREREORRMESEAREFEECLZAE

Rotational correlation time of a fluorophore tethered to actin as studied by frequency-domain fluorescence anisotropy measurements
Tetsuichi Wazawa, Nobuyuki Morimoto, Makoto Suzuki (Grad Sch of Engin, Tohoku Univ)

13-VIFIVRBICLZBEEIA S DB EBEFHNDEAE E Mg-ATPase DEHEL

1,3-Diethylurea-enhanced Mg-ATPase of skeletal muscle myosin with a converse effect on the sliding motility

Tetsuichi Wazawa, Shin-ichiro Yasui, Nobuyuki Morimoto, Makoto Suzuki (Grad. Sch. Engin., Tohoku Univ)

NITUYTRAEE— 2 —OEREIEEREER T v 73RO

Development of dark-field imaging system with high temporal resolution for angular steps by bacterial flagellar motor

Hiromichi Wakebe!, Yuichi Inoue?, Akihiko Ishijima? ('Grad. Sch. Life Sci., 2IMRAM, Tohoku Univ.)

Analysis of angular steps of bacterial flagellar motors using an elliptic probe

Yuichi Inoue!, Hiromichi Wakebe?, Takashi Sagawa?, Hajime Fukuoka!, Akihiko Ishijima' ('IMRAM, Tohoku Univ., >Grad.Sch. Life Sci., Tohoku
Univ.)

F,-ATPase B RET 25 ML 7 OMHEE

Microstructure of the torque generated by F,-ATPase

Eiichiro Saita!, Kazuhiko Kinosita?, Masasuke Yoshida' (\Dept. Mol. Bio., Kyoto Sangyo Univ., *Dept. Phys., Waseda Univ.)

E b F1-ATPase D—SFRIPBASHICL . NI TFVTERRES>EI PIVFY TP FIOEEI X -4

Single molecule analyses of human F1-ATPase revealed distinct rotation scheme of mitochondrial F1 motor

Toshiharu Suzuki'?, Kazumi Tanaka', Chiaki Wakabayashi', Shou Furuike?, Eiichiro Saita!, Kazuhiko Kinosita*, Masasuke Yoshida! ('Dept of
Mol Bioscience, Kyoto Sangyo Univ, >)CRL, Tokyo Inst of Tech, *Dept of Physics, Osaka Med College, *Faculty of Science and Eng, Waseda Univ)
BRRESHIKE V-ATPase DXBERRR

Expression of Enterococcus hirae V-ATPase in E. coli BL21 (DE3)

Shohei Matsudo', Suhaila Rahman', Shinya Saijo!, Misaki Yamamoto', Yoshimi Kakinuma?, Kenji Mizutani'-}, Takeshi Murata®, Ichiro Yamato'
('Dept. Biol. Sci Tech, Tokyo Univ. Sci, *Faclty Agri, Ehime Univ, *Faculty Sci, Chiba Univ)

BREHKE VE ATPase DA 71y FOBREFRIL

Purification and Crystallization of A subunit from Enterococcus hirae V-ATPase

AKi Saito', Yasuko Saito!, Shinya Saijo!, Misaki Yamamoto', Yoshimi Kakinuma?, Kenji Mizutani'-3, Takeshi Murata®, Ichiro Yamato' ('Dept Biol
Sci Tech, Tokyo Univ Science, *Faculty Agri, Ehime Univ, 3Faculty Sci, Chiba Univ)

Direct observation of the rotation of V,-ATPase from Enterococcus hirae and its torque

Hiroshi Ueno!, Yoshihiro Minagawa?, Ichiro Yamato?, Takeshi Murata®, Ryota lino?, Eiro Muneyki' ('Fac. Sci. & Eng., Univ. Chuo, *Sch. Eng.,
The Univ. Tokyo, 3Dept. Biol. Sci. & Tech., Tokyo Uni. Sci., *Grad. Sch. Sci., Univ. Chiba)

F,-ATPase O P-loop ER{k & |  EEiZR D BAR

The relationship between F,-ATPase P-loop mutants and Pi release

Hikaru Yoshida', Ayumi Ito!, Jotaro Ito?, Tomoko Masaike®, Takayuki Nishizaka*, Shoichi Toyabe®, Hiroshi Ueno!, Eiro Muneyuki' ('Dept, of
Physics. Chuo Univ., *School of Engineering, The university of Tokyo, 3Faculty of Science and Technology, Tokyo Univercity of Science, *Dept. of
Phys. Univ. Gakushuin, >Faculty of Physics, LMU Munich)

BlEES 2 AV S NFET TO F1-ATPase DEIRERR

Observation of the rotation of F1-ATPase

Yohsuke Kikuchi!, Takahiro Nakayama!, Shoichi Toyabe?, Eiroh Muneyuki! (‘Dept. Phys., Univ. Chuo, *Fac. Phys., Univ. Munchen)
Sopped-Flow ;EZ AW pH 71y FE{KE F1-ATPase NDX 7 LA F NEEADELE

Comparison of the nucleotide binding to the isolated psubunit and the F1-ATPase using the Sopped-Flow method

Riku Nagano!, Kiyoshi Obara!, Tomoko Masaike?, Hiroshi Ueno!, Eiro Muneyuki'! (!Dept. of Physics. Chuo Univ., *Tokyo University of science)

12. MIBEYRIZERE / 12. Cell biology

ELHEEBENICIVERBEINBZI Y NVERFEOED R

Bioconvection of Salmonella induced by chemotaxis and gravity

Takahiro Abe, Shuichi Nakamura, Seishi Kudo (Grad. Sch. Eng., Univ. Tohoku)

MotB XY 75 Z L$BE D in-flame RIBHA YN ERTENAEZTE— 4 —OHNWBHEICRITTRE

Effect of in-frame deletion in the periplasmic region of MotB on the torque-speed relationship of Salmonella flagellar motor

Shuichi Nakamura!, Yusuke V. Morimoto?, David J. Castillo’, Yong-Suk Che*, Nobunori Kami-ike?, Seishi Kudo', Tohru Minamino?, Keiichi
Namba?? (!Grad. Sch. Eng., Tohoku Univ., >RIKEN QBiC, 3Grad. Sch. Frontier Biosci., Osaka Univ., *Dept. Frontier Biosci., Hosei Univ.)

-S32 -



1P180

1P181

1P182

1P183

1P184

1P185

1P186

1P187

1P188

1P189

1P190

1P191

1P192

1P193

1P194

1P195

1P196

1P197

Motility analysis of Leptospira in highly viscous environments

Kyosuke Takabe, Md. Shafiqul Islam, Seishi Kudo, Shuichi Nakamura (Grad.sch.engineering.,univ.tohoku)

Microscopic observation of chemotactic behaviors of Leptospira

Md. Shafiqul Islam, Kyosuke Takabe, Seishi Kudo, Shuichi Nakamura (Department of Applied Physics, Tohoku University)

HWENAET— 2 —EBHE FIiG-FIiM HHE{ER O BT

Interaction between FliG and FliM in the bacterial flagellar motor

Miki Kinoshita!, Yukio Furukawa', Katsumi Imada?, Keiichi Namba'~, Tohru Minamino' (Grad. Sch. Frontier Biosci., Osaka Univ., *Grad. Sch.
Sci., Osaka Univ., 3QBiC, RIKEN)

V7M1 FBFERBRICL INAEBEAEHEREDEE & 57 FiiE

Molecular mechanism of the type III protein export by electron cryotomography of the flagellar basal body

Akihiro Kawamoto!, Tomoko Miyata!, Yusuke V. Morimoto'2, Tohru Minamino!, Takayuki Kato!, Keiichi Namba'? (Grad. Sch. of frontier
Biosci., Osaka Univ, ?QBiC., RIKEN)

Mycoplasma mobile » SEB L - BERXRENEFHEMFERER

Electron microscopic observation of isolated gliding machinery of Mycoplasma mobile

Miyuki Nishikawa!, Daisuke Nakane?, Akihiro Kawamoto?, Takayuki Katou?, Keiichi Namba#, Makoto Miyata! (' Graduate School of Science,
Osaka City University, 2Department of Physics, Gakushuin University, >Graduate School of Frontier Biosciences, Osaka University, *QBiC, RIKEN)
FRET €Y% — &RV TEMBAS FRM Z IHEILT 3

Visualization of the molecular-crowding effects in living cell on cellular functions using a FRET-based biosensor

Hiroaki Machiyama'2, Takamitsu Morikawa®, Tomoyuki Yamaguchi!-?, Toshio Yanagida'>3, Tomonobu Watanabe'>3, Hideaki Fujital? (‘WPI,
iFReC, Osaka Univ., 20OBiC, RIKEN, 3Grad. Sch. Frontier Biosci., Osaka Univ.)

Positive feedback mechanism for PIP3 polarity establishment mediated by PIP3 phosphatase, PTEN

Satomi Matsuoka'?2, Masahiro Ueda'? (\QBiC, RIKEN, *Osaka University)

AP pH ZAL I - - HIBEE)

Changes in intracellular pH mediate the cell migration

Yusuke V. Morimoto', Masahiro Ueda'? (\QBiC, RIKEN, *Grad. Sch. Sci., Osaka Univ.)

nonlinear stress propagation, anisotropic stiffening, and nonaffine relaxations in cytoskeletal networks

Daisuke Mizuno!, Lara Villaruz!, Akiko Nakamasu', Emi Ikebe!, David Head? (' Kyushu University, *University of Leeds)

Roles of actin polymerization in the collective cAMP oscillations

Fumihito Fukujin', Satoshi Sawai'?3 (' Graduate School of Arts and Science, University of Tokyo, >Research Center for Complex Systems Biology,
University of Tokyo, 3PRESTO, Japan Science and Technology Agency)

NEFEHFHARAORICHTIBRLETOTZIF X MLRAT7 74 NONERHERE

Actin cap fibers and basal stress fibers have different roles in mechanical regulation of nucleus in vascular smooth muscle cells

Kazuaki Nagayama, Yuki Yahiro, Mitsuhiro Ukiki, Takeo Matsumoto (Department of Mechanical Engineering, Nagoya Institute of Technology)
AIRE LAY 7OBELERBICES T 5MROT7 7 F 2 BiE

Actin dynamics in cells cultured on engineered micro-topographical substrate

Hiromi Miyoshi!, Takuma Kishimoto?, Takehiko Inaba?, Miki Nishimura?, Michiko Sugawara?, Jong Soo Ko*, Taiji Adachi'-, Toshihide
Kobayashi?, Yutaka Yamagata' ('RIKEN Center for Advanced Photonics, *Lipid Biology Laboratory, RIKEN, 3Grad. Sch. Eng, Chiba Univ., *Sch.
Mech. Eng, Pusan National Univ., 3Inst. Front. Med. Sci. Kyoto Univ.)

CRP2 #VINVBILLBTIF U/ RHOEAF 37 ZHIH

Smooth muscle differentiation related transcription factor CRP2 directly regulates of actin filaments dynamics

Takanori Kihara!, Sho Shinohara?, Satoko Shinohara?, Yasunobu Sugimoto®, Jun Miyake? (' Faculty of Environmental Engineering, The University
of Kitakyushu, >Graduate School of Engineering Science, Osaka University, *Nagoya University Synchrotron Radiation Research Center)
HEMERET 7 F 2 OBRKEAY v 7 AOERHIHRERICE 2 5 HE

Actin mutation introduced into the hydrophobic helix impairs cytokinesis of Dictyostelium cell

Takahiro Ohnuki!, Yuki Gomibuchi?, Taro Uyeda’, Takeyuki Wakabayashi'? (! Teikyo Univ. Grad. Sch Medical Technology, *Teikyo Univ. Grad.
Science and Engineering, *AIST)

VFAFBFH/RINEI S 71 —Z2AVEHRAICETET7IF 745X MY RY VT XD X LEEH

The interaction between actin filaments and fascin are observed at high resolution with cryo-ET

Shinji Aramaki', Kota Mayanagi?, Kazuhiro Aoyama®*, Takuo Yasunaga' (' Dept. of Bioscience and Bioinformatics, Kyushu Inst. of Tech.,
2Medical Inst. of Bioregulation, Kyushu Univ., 3FEI Company Japan Ltd., Application Lab., *Grad. School of Frontier Biosciences, Osaka Univ.)
EFMARL SEBELATIF UV AMLRATPAN—DORFIZDONT

Molecular components of actin stress fibers isolated from nonmuscle cells

Tsubasa S. Matsui', Shinji Deguchi? (! Tohoku Univ., 2Nagoya Inst. Tech.)

MREHEIA Y VEEK GV FARTERBT 7 FIF L OEREEE

Myosin mutant G680V accelerated sliding velocities of skeletal muscle acto-myosin

Kouhei Iwase', Masateru Tanaka', Tarou Uyeda?, Hajime Honda' (' Dept. Bioeng., Nagaoka Univ. Tech., *AIST, Tsukuba)
WEDOBEICSIMRERAMEBL AT M = OFEFIEEE

Flagellar central structures regulate the dynein motor activity through the change of axonemal diameter

Toshiki Yagi', Yosuke Fujita?, Shinji Kamimura?, Hiroyuki Iwamoto® ('Grad. Sch. of Med., Univ. Tokyo, *Fac. of Sci. & Eng., Chuo Univ., 3JASRI)
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1P204

1P205

1P206

DHEEBOHRMESRICETIHEEFB NI ALV OBE EHEE

Localization and function of a monomeric myosin-II during cytokinesis in fission yeast

Masak Takaine, Osamu Numata, Kentaro Nakano (Grad. Sch. Life & Env. Sci., Univ. of Tsukuba)

EREEFERBRICL S, KRAMOT V7 F 0 ORI HRLEEIR

Acitn meshwork in the growth cone revealed with superresolution

Kaoru Katoh'?2, Saori Mimatsu'? (!Biomed.Res. Inst., AIST, *Grad.Sch. of Life & Enviro.Sci., Univ Tsukuba)
BRBMIAS-TEOF v v FRAEMZRILSEIMR I NIHEETF

A novel protein factor softening echinoderm collagenous catch connective tissues

Akira Yamada', Yasuhiro Takehana?, Masaki Tamori?, Tatsuo Motokawa? (!4dv ICT Res Inst, NICT, >Grad Sch Biosci Biotech, Tokyo Inst Tech)
EEHEORRMLMREHFICHS W3 HREBBEOHURERBENOTIFTIVR

Formation and destruction of cytoskeletal structure during intermittent locomotion of the true slime mold, Physarum polycephalum
Seiji Takagi (RIES, Hokkaido Univ.)

PUF-074) VHEERO—53FHEIR

Analysis of Cooperative Cofilin-Actin Filament Interactions examined at the single molecule level

Kimihide Hayakawa', Hitoshi Tatsumi?, Shyotaro Sakakibara?, Masahiro Sokabe' (' Mechanobiology Lab., Nagoya University, *Dept. of
Physiology, Nagoya University Graduate School of Medicine)

T bIF D HEER ORI EEE - ST = OBREERAERDOIC

Inhibition of actomyosin contractility by a-catenin, a component of adherens junction

Shuya Ishii!, Takashi Ohki', Hiroaki Kubota', Shin'ichi Ishiwata'-? (' Department of Physics, Faculty of Science and Engineering, Waseda
University, *Waseda Bioscience Research Institute in Singapore (WABIOS), )

TIFLT74F XA MDD BIRERY N7 -V BEE ZTOHE

Two-dimensional network pattern of actin filaments: Structure and dynamics

Hiroki Eguchi', Makito Miyazaki', Masataka Chiba!, Takashi Ohki', Shin'ichi Ishiwata!?? (' Dept. of Physics, Waseda Univ., >*WABIOS, Waseda
Univ.)

FRARPHICHRB S h 3 R EFIRE OB

Analysis of chromosome oscillation during metaphase

Keita Nakayama, Jun Takagi, Takeshi Itabashi, Shin'ichi Ishiwata (Grad. Sch. Sci., Univ. Waseda)

BloRYWRHICL MBS — MROTIF 7147 X2 MBIRE

Actin filament remodeling in cell-sheet by mechanical stretch

Madoka Suzuki'?2, Keiko Kawauchi®, Ee Chu Chai!, Shota Yamauchi?, Shin'ichi Ishiwata'->*, Hideaki Fujita>® (\ WABIOS, Waseda Univ, *Org
Univ Res Initiatives, Waseda Univ, *MBI, Natl Univ Singapore, *Dept Phys, Waseda Univ, >Riken Qbic, SiFReC, Osaka Univ)

13A. £140E - ATHE : 835 - ¥ / 13A. Biological & Artifical membrane: Structure & Property

1P207

1P208

1P209

1P210

1P211

1P212

1P213

1P214

INE=VLETFVERBAOORT Y Y OBHEK

Reconstitution of rhodopsin into a micropatterned model biological membrane

Yasushi Tanimoto!, Kenichi Morigaki', Fumio Hayashi? (\Grad. Sch. Agr., Univ. Hyogo, >Grad. Sch. Sci., Univ. Hyogo)
BEREEZTLESEAFOREREENIRS &EV

Behavior of a suspended lipid membrane under varying osmotic pressure

Koji Sumitomo!, Paul Kocher?, Nahoko Kasai!, Aya Tanaka!, Yoshiaki Kashimura!, Keiichi Torimitsu®, John Ryan? (\NTT Basic Research Labs.,
2Oxford Univ., 3Tohoku Univ.)

pHERIRIC L 3 GUV ANDRFER - BRIV /NI EHA

Efficient and selective entrapment of protein into GUV by converting pH over the pl

Kanta Tsumoto (Grad. Sch. Eng., Mie Univ.)

hiEFIERMEAELEC & 2 HEEEEO N F DR

Mechanics of Glycolipid Membranes Probed by Off-Specular Neutron Scattering

Akihisa Yamamoto!, Wasim Abuillan?, Alexandra Burk?, Alexander Korner?, Daniel Werz?, Bruno Demé*, Motomu Tanaka'? (1iCeMS, Kyoto
Univ., 2Phys. Chem., Univ. of Heidelberg, *Dept. Chem., Univ. Gottingen, *Inst. Laue-Langevin)

AN EABIV R —LOREETICH T 38E

Structures of liposome encapsulating proteins under the osmotic pressure

Ryota Kimura, Mitsuhiro Hirai (Graduate School of Engineering, Gunma University)

REBBETERLAED Y AT MIRI—LDT X5 T 1 —DEERIRIT

Measuring the lamellarity of giant liposomes prepared by inverted emulsion method

Masataka Chiba!, Makito Miyazaki!, Shin'ichi Ishiwata'? (\Dept. of Physics, Waseda Univ., *WABIOS, Waseda Univ.)
HMIRSEEFETIEEKIAILATO-NVOFRATZ7FINAY) 3 FREERFEMLE

Locations of cytotoxic oxysterols in phosphatidylcholine bilayer membranes

Tatsuya Hoshino!, Takaaki Hikima?, Masaki Takata?, Toshihide Kobayashi’, Hiroshi Takahashi' ('Grad. Sch. Sci & Tech., Gunma Univ., >Harima
Inst., Riken, *Wako Inst., Riken)

BHREII N2 OEEHRUILZATFO-IEDHEEER

Phase Behavior of Synthetic Ceramide2((2S,3R)-2-Octadecanoylaminooctadecane-1,3-diol) and Its Interaction with Cholesterol

Kenta Takada', Yasuko Obata?, Nobutaka Shimizu®, Hiroshi Takahashi' (' Grad.Sch.Eng.,Gunma Univ., >Hoshi Univ., 3KEK-PF)
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13B. 18 - ATE : 44+ 3 7 X / 13B. Biological & Artifical membrane: Dynamics

1P215 BV pH #EEE T 5 DOPS/MO EDRRIEH S5 * 1 —E v 7HADHEEBONIERE
Initial Step of Low pH-Induced Lamellar to Bicontinuous Cubic Phase Transition in Dioleoylphosphatidylserine/Monoolein
Toshihiko Oka'?, Taka-aki Tsuboi', Masahito Yamazaki'? (\Grad. Sch. Sci, Shizuoka Univ., *Res. Inst. of Electronics, Shizuoka Univ.)
1P216 RERTF R - vHAZ V2D BRT IR THRICHT 2REREONFHEOHR
Effects of Mechanical Properties of Lipid Membranes on Antimicrobial Peptide Magainin 2-Induced Pore Formation
M. A. Sayem Karal', Taka-aki Tsuboi?, Md. Jahangir Alam?, Md. Zahidul Islam', Masahito Yamazaki'->* (!Grad. Sch. Sci. & Tech., Shizuoka
Univ., *Grad. Sch. Sci., Shizuoka Univ., *Res. Inst. Electronics, Shizuoka Univ.)
1P217 RNDICLZBEROFTHROREERICHT 58 BHEEAOHR
Effects of Electrostatic Interactions on Rate Constants of Tension-Induced Pore Formation in Single GUVs
Taka-aki Tsuboi!, M. A. Sayem Karal?, Victor Levadny??3, Masahito Yamazaki'>* ('Grad. Sch. Sci., Shizuoka Univ., >Grad. Sch. Sci. & Tech.,
Shizuoka Univ., 3Rus. Acad. Sci., *Res. Inst. Electronics, Shizuoka Univ.)
1P218 HMIRBAXTFRTHB TV RAFR—2 10 DEEREEBIEFTHEEOFEICEZ S
Permeation of Cell-Penetrating Peptide Transportan 10 through Lipid Membranes before Pore Formation
Md. Zahidul Islam!, Hirotaka Ariyama'!, Md. Jahangir Alam?, Masahito Yamazaki'? (\Grad. Sch. Sci. & Tech., Shizuoka Univ., *Res. Inst.
Electronics, Shizuoka Univ.)
1P219 Interaction Of Warm-Sensing Chemical Capsaicin with the Biomimetic Membranes
Neha Sharma, Pooja Gusain, Tsuyoshi Yoda, Masahiro Takagi (Japan Advanced Institute of Science and Technology)
1P220 Dynamic Response of Menthol on Thermo-Induced Cell Membrane: More than Receptors
Pooja Gusain, Neha Sharma, Tsuyoshi Yoda, Masahiro Takagi (Japan Advanced Institute of Science and Technology)

13C. £FfE - ATHE : BZE - F v > % JL / 13C. Biological & Artifical membrane: Excitation & Channels

1P221 SERBHRAXBEICL 3EEAIBRERAFN IR EORRE
Development of a Rapid Buffer-Exchange System for Time-Resolved ATR-FTIR Spectroscopy with the Step-Scan Mode
Yuji Furutani'?, Tetsunari Kimura'?, Kido Okamoto® ('Inst. Mol. Sci., 2SSOKENDAI, 3UNISOKU)
1P222 TEFLEE two-pore AU ) LF v IV TWIK-1 O£ RHFHFHS KBEIR
ATR-FTIR spectroscopic analyses on a mammalian two-pore domain potassium channel, TWIK-1
Hisao Tsukamoto!, Koichi Nakajo?, Yoshihiro Kubo?, Yuji Furutani! (\nstitute for Molecular Science, *National Institute for Physiological
Sciences)
1P223 BHEBHRIETZIFIVI A CEALBE_EREORERT v IVERENHE
Electrostatic potential and lateral pressure profile of lipid bilayer containing gramicidin A in effective electrostatic field
Hiroaki Saito, Kazutomo Kawaguchi, Hidemi Nagao (Kanazawa University)
1P224 HEBWEZEEF v+ 2V MseS DV K/ —LEETOERR
The orientation of MscS in liposomal membranes
Takeshi Nomura', Masahiro Sokabe?, Boris Martinac?® (' Dept Mol Cell Physiol and Bio-lonomics, Kyoto Pref Univ Med Grad Sch of Med Sci,
Kyoto, Japan, *Dept Physiol, Nagoya Univ Grad Sch of Med, Nagoya, Japan, *Victor Chang Cardiac Research Institute, Mol Cardiol and Biophys
Div, Sydney, Australia)

13E. £1kfE - AT : [53R{z=:Z / 13E. Biological & Artifical membrane: Signal transduction

1P225 DITFNRFISIAE-—DBERENX—D 0T
Reconstitution and imaging of signaling molecule clusters
Yoshihisa Kaizuka (National Institute for Materials Science)

1P226 1B FREICL DL TFIVEESFAK t OEBREENA
Single-molecule imaging study of signal transduction mechanism on Akt
Hideaki Yoshimura, Takeaki Ozawa (Dep. Chem. Sch. Sci. the Univ of Tokyo)

14. {E52 R / 14. Chemoreception

1P227 BIEME Vibrio alginolyticus i 7 I /BERE I VAT 1 -4 —DORE
Identification of a novel transducer for amino acid taxis in the marine bacterium Vibrio alginolyticus
Yukako Tsuji'-*, Manabu Konishi®, Kimiko Yamamoto'~, So-ichiro Nishiyama®#, Yoshiyuki Sowa?, Ikuro Kawagishi'-** (Dept. Frontier Biosci.,
Grad. Sci Eng., Hosei Univ., *Natl. Inst. Agro-Environ. Sci., *Dept. Frontier Biosci., Fac. Biosci. Appl. Chem., Hosei Univ., *Res. Cen. Micro-Nano
Tech., Hosei Univ.)

1P228 ERELET S —HBATABEOANBRICELIHEELOIERRFEL TV HICLIRE
A quick-freezing replica study on morphological changes in the bacterial inner membrane induced by chemoreceptor expression.
Kazunori Kawasaki', Takehiko Inaba?, Emiko Kobayashi!, So-ichiro Nishiyama?, Ikuro Kawagishi® ('4IST, 2RIKEN, *Dept. Frontier Biosci.,
Hosei Univ.)
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1P233

1P234

1P235

1P236

1P237

1P238

1P239

1P240

1P241

1P242

PTFMEESFEOI/ORX b= %{E - -BEOEE S EFIH
Control of bacterial flagellar rotation via crosstalk from a non-cognate histidine kinase to the response regulator CheY
Tohru Umemura!, Mayumi Kobayashi', Chiho Hara!, Yoshiyuki Sowa!?, Tkuro Kawagishi'? (' Department of Frontier Bioscience, Hosei

University, *Research Center for Micro-Nano Technology, Hosei University)

15. %% - BLE / 15. Neuroscience & Sensory systems

HERXKEOHRBZESHKTHBALFS 21 -0V ORPNES

Synchronous activity of orexin neurons in the lateral hypothalamus

Takeshi Kanda!, Takahiro Miyazaki!, Ryo Ishii!, Mari Hondo!, Elijah Takahashi', Masashi Yanagisawa'-? (\IIS, Univ. Tsukuba, 2UTSW/HHMI)
7L MLV -HiERETNICSL 3 MERRECEREFHOBRERMI(F IV

Spatio-temporal dynamics of spontaneous activity in living neuronal network by femtosecond laser-induced cutting of neurites

Hayato Kuboe'?, Suguru N. Kudoh?, Takahisa Taguchi'-, Chie Hosokawa'-? (! Health Res. Inst., AIST, *Grad. Sci. Eng., Kwansei Gakuin Univ.,
3Cinet, NICT)

16. XA - XD IEFRAIE / 16. Neuronal Circuit & Information processing

T INA T =1 invitro EFNVERVWET IOC N p(1-42) (B H 1 O

Evalution of Amyloid (1-42) toxicity propagation using Alzheimer's disease in vitromodel

Takuma Maruyama', Lui Yoshida?, Kiyoshi Kotani?, Seiichi Suzuki', Yasuhiko Jimbo? (\SEIKEI University, *The University of Tokyo)
BIRERBOFKICLZ Ty MNAIEHEETORE

Response of rat frontal neuronal activity evoked by stimulation of the basal forebrain

Kazuaki Nagasaka'?, Yumiko Watanabe?, Nobuo Kunori'?, Riichi Kajiwara?, Ichiro Takashima? (' Comp. Human Sci, Univ. Tsukuba, >Human
Tech Res Inst, AIST, 3Biomed. Res Inst, AIS 7)

BIRTEEIALAY VLAV E 20 ZHIREEE 35 FOBERITELFHIHT S

Slowly inactivating potassium conductance controls transmission at area 35 of perichinal cortex: VSD imaging study

Takashi Tominaga!, Yoko Tominaga!, Riichi Kajiwara? ('Inst Neurosci, Tokushima Bunri Univ., >Biomed Res Inst, AIST)

Analysis of related molecules to synchronous activity of rat cultured neuronal networks

Daisuke Ito', Keiko Yokoyama?, Kazutoshi Gohara? (' Fac. Advanced Life Sci., Hokkaido Univ., >Fac. Engin., Hokkaido Univ.)

18A. Y44 - RE - =B / 18A. Photobiology: Vision & Photoreception

REINIY /IVERD S5 HEREE N/ halorubrum BEOH 2O N7 VB E N BRIEFORE

Identification of microbial rhodopsin genes from a halorubrum species isolated from Ejinoor salt lake in Inner Mongolia of China
Luomeng Chao', Gang Dai?, Tatsuo Iwasa' (!Div. Eng.Composite Funct., Muroran Ins. Technol., Japan, >Coll. Chem. Environ. Sci., Inner
Mongolia Normal Univ., China)

Z7 bUIYT v OL 4 DERIGHEEDRER

Spectroscopic characterization of Chicken Cryptochrome4

Hiromasa Mitsui, Toshinori Maeda, Chiaki Yamaguchi, Yusuke Tsuji, Yoko Kubo, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci., Grad.
Sch. Adv. Sci. and Eng., Waseda Univ.)

7574922797 b/00L1a DR - BR

Expression and purification of zebrafish cryptochrome 1a.

Arisa Takeno, Hiromasa Mitsui, Keiko Okano, Toshiyuki Okano (Dept. Eng. and Biosci., Grad. Sch. Adv. Sci. and Eng., Waseda Univ.)

EFRNF vV AREZRESRICLZIRZTE S /NI HEOB RIS ERNT

Active Site Structure of Photoactive Yellow Protein with a Locked Chromophore Analog Revealed by Near Infrared Raman Optical
Activity

Takahito Shingae', Kensuke Kubota!, Nicole D. Foster?, Masato Kumauchi?, Wouter D. Hoff?, Masashi Unno' (' Department of Chemistry and
Applied Chemistry, Graduate School of Science and Engineering, Saga University, *Department of Microbiology and Molecular Genetics,
Oklahoma State University)
RIBSTURRRILLBZIT/NIFVA/O-LRaE PEOBMRT S EOQ-NRBEAD 7O b LIKEORZR

Protonation state of the linear tetrapyrrole chromophore in cyanobacteriochrome RcaE revealed by resonance Raman spectroscopy
Shinsuke Osoegawa', Yuu Hirose?, Masahiko Tkeuchi’, Masashi Unno! ('Grad. Sch. Sci., Univ. Saga, *EIIRIS., Univ. Toyohashi, 3Sci(Bio)., Univ.
Tokyo)

FABREILLBZFrRVART O EXFX5F v 200 KFT Y 2 OHBREN

Comparative analysis of Channelrhodopsin and its chimeras based on FTIR spectroscopy

Asumi Inaguma'?2, Hisao Tsukamoto', Tetsunari Kimura!-3, Toru Ishizuka®*, Hiromu Yawo>*, Yuji Furutani'-? ("IMS, 2PRESTO, *CREST, *Tohoku
Univ.)

G-HREEHRICH T I RBEECRVEBEOX D=L

Molecular mechanism of photoactivation and photorepair of Xenopus (6-4) photolyase

Daichi Yamada', Junpei Yamamoto?, Yu Zhang', Tatsuya Iwata', Kenichi Hitomi®, Elizabeth Getzoff®, Shigenori Iwai?, Hideki Kandori' (' Nagoya
Inst. Tech.,*Grad. Sch. Eng. Sci., Osaka Univ., *The Scripps Res. Inst. USA)
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KBEEICHTZFr20ORT 1 ORR

Expression of channelrhodopsin-1 in Esherichia coli

Arisa Mori', Takashi Tsukamoto!, Zin Yagasaki!, Michio Homma!, Kunio Thara?, Yuki Sudo'? ('Grad. Sch. Sci., Nagoya Univ., *Center Gene
Res., Nagoya Univ., 3JST-CREST)

BHRMEOQOFTO U SEFREI SYH TRREENEXBH A KT

Thermophilic rhodopsin: The first light-driven proton pump from an extreme thermophile

Takashi Tsukamoto', Yuki Sudo'? ('Grad. Sch. Sci., Nagoya Univ., 2JST, CREST)
L=H=759v227xbM)2REICEBORTIVII v IORIERE

Laser flash photolysis study on Photochemistry of Rhodopsin Mimics

Keiichi Inoue'?, Yuuya Ozaki', James H. Geiger®, Babak Borhan?, Hideki Kandori' ('Grad. Sch. Eng., Nagoya Inst. Tech.,*JST PRESTO, *Dep.
Chem., Michigan State Univ.)

BHERETHRETIERIVNNIBEDF VA LERICEBZR IV -2V

Screening of randomly mutated fluorescent proteins that can work in acidic conditions

Tatsuya Iwata, Yukiko Ono, Masayo Iwaki, Hideki Kandori (Grad. Sch. Eng., NITech)
FEABRRE7—-FOFTIV/3ERFICLZIAME 70O b ix

Light-induced inward proton transport in a blue-shifted archaerhodopsin-3 mutant

Keiichi Inoue'-2, Takashi Tsukamoto?, Jin Yagasaki®, Kazumi Shimono®, Seiji Miyauchi*, Shigehiko Hayashi’, Hideki Kandori!, Yuki Sudo%’
('Nagoya Institute of Technology, 2JST-PRESTO, *Nagoya University, *Toho University, >Kyoto University, ®Institute for Molecular Science, "JST-
CREST)

SPINITIFOI YT Y 0OL DASH DERKIE A CPD 218ET 3

Functional conversion of cryptochrome into photolyase

Tomohiroe Suzuki', Tatsuya Iwata', I Made Mahaputra Wijaya!, Junpei Yamamoto?, Tomoko Ishikawa?, Daichi Yamada', Elizabeth D. Getzoff*,
Shigenori Iwai?, Takeshi Todo?, Hideki Kandori' (\Nagoya Inst. Tech., *Grad. Sch. Eng. Sci., Osaka Univ., *Grad. Sch. Med., Osaka Univ., *The
Scripps Res. Inst. USA)

FTIR study of isotope-labeled CPD-Photolyase

I M. M. Wijaya!, Tatsuya Iwata', Tilo Mathes?, Junpei Yamamoto*, Kenichi Hitomi?, Elizabeth D. Getzoff®, Shigenori Iwai*, John T. Kennis?,
Hideki Kandori! (\Department of Frontier Materials, Nagoya Institute of Technology, Japan, *Department of Physics and Astronomy, VU
University, The Netherlands, >Department of Integrative Structural and Computational Biology and The Skaggs Institute for Chemical Biology, The
Scripps Research Institute, USA, *Graduate School of Engineering Science, Osaka University, Japan)

KEBENF b U LK TOEBRAD K

Low-temperature FTIR spectroscopy of a light-driven sodium ion pump

Hikaru Ono!, Keiichi Inoue!?, Rei Abe-Yoshizumi', Kwang-Hwan Jung?, Hideki Kandori! (\Nagoya Ins. Of Technol., 2JST PREST, 3Sogang Univ.
Korea)

ESREAHAVEOEREKICHT 2RNDAHK

FTIR study of mutants of primate color pigments

Kota Katayama!, Daiki Kawata!, Hiroo Imai?, Akimori Wada?, Hideki Kandori' (' Department of Frontier Materials, Nagoya Institute of
Technology, *Primate Research Institute, Kyoto University, 3Organic Chemistry for Life Science, Kobe Pharmaceutical University)

18B. £&£E#) : &R / 18B. Photobiology: Photosynthesis

OEC®NS 3REBORBEMLLO S F18:E & BILIKREICHT 3 ERIVARE

Theoretical study on molecular structures and oxidation states of active site at the S3 state of OEC

Tomoya Ichino, Masaki Mitani, Yasunori Yoshioka (Grad. Sch. Eng., Univ. Mie)

RIEER I-BHEICL ZIERRBHT TOKOEIL

Visible light-driven water oxidation by Photosystem II-immobilized electrodes

Masaru Kato, Miwa Sugiura (Proteo-Science Center, Ehime Univ.)

Mn BREIZEMEZR DIEANLKOBLLEXEMICHEZRITTH ? —FTIR-GEBTRILFEAIC L 28I
FTIR-Spectroelectrochemical Investigation into Whether Mn-Depletion Influences the Redox Potential of the Non-Heme Iron in
Photosystem I

Yuki Kato, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)

FTIR study on the functions of the extrinsic proteins in cyanobacterial photosystem II: Evolutionary aspect of extrinsic proteins

Ryo Nagao!, Hanayo Ueoka-Nakanishi!, Chihiro Uno!, Tatsuya Tomo??, Takumi Noguchi! ('Grad. Sch. Sci., Univ. Nagoya, *Faculty of Sci., Tokyo
Univ. of Sci., 3JST PREST)

REBRUICETBY, FVHNELZRF I UEAOENTO M FEEFOKFRES  FTIR EICL 318H

FTIR evidence for the presence of a strong H-bond with high proton polarizability between the Y, radical and a His in photosystem 11
Shin Nakamura, Ryo Nagao, Hanayo Nakanishi, Ryouta Takahashi, Takumi Noguchi (Grad. Sch. Sci., Nagoya Univ.)
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19. MGHRESY BB / 19. Radiobiology & Active oxygen

Role of NADPH oxidase in vitamin D; and PMA-induced cell differentiation
Hiroyuki Kato!, Asuka Kato!, Omi Nawa!, Masato Mutoh?, Wakako Hiraoka' (' Graduate School of Science and Technology, Meiji University,

2Department of Materials and Human Environmental Sciences, Shonan Institute of Technology)

XANIY BEREONERDR

Antineoplastic effect of MHz ultrasound to leukemia cells

Risa Fuji, Wakako Hiraoka (Graduate School of Science and Technology, Meiji University)

BIEX PLATFTTHOROSHRH

ROS detection in oxidative stress

Omi Nawa, Hiroyuki Kato, Asuka Kato, Wakako Hiraoka (Graduate School of Science and Technology, Meiji University)

DNA [ 38 B 5B 00 )5 7 1 STl % O B 3¢ & ISR ER ST DNA A DER

A de novo methodology for estimating localization of apurinic (AP) sites in DNA and its application to DNA exposed to ionizing radiations
Ken Akamatsu, Naoya Shikazono ({rradiated Cell Analysis Group, Japan Atomic Energy Agency)

R bAVERXBICESTHERESABINSIREV E—REOHEE

Mechanisms of synchrotron soft X-ray-induced bystander response

Masanori Tomita', Munetoshi Maeda'-2, Noriko Usami®, Katsumi Kobayashi® ('Radiat. Safety Res. Cent., CRIEPI, *R&D, WERC, 3PF, IMSS,
KEK)

20. £4rDigiR - L / 20. Origin of life & Evolution

BEBKEHAEZEELAHFRI7O0-UT7 7 2-0OBHEE LEEL

A construction of a new flow reactor simulating hydrothermal vents for chemical evolution

Eiichi Imai, Hajime Honda (Dept. Bioengineering, Nagaoka Univ. Tech.)

In vitro selection of the preferable 3’-terminal sequences of the template for norovirus RNA replicase

Hidenao Arai', Miho Suzuki'!, Naoto Nemoto', Koichi Nishigaki!, Yuzuru Husimi? (Grad. Sch. Sci. Eng., Saitama Univ., >Innovation Research
Organization, Saitama Univ.)

FICHELABROBEBERICAZ /A XEFALETFY 1V RE

Noisy design of a butterfly wing pattern mimicking a lichen-covered tree bark

Takao K. Suzuki (NIAS)

21A. 7/ L= © 7/ LB / 21A. Genome biology: Genome analysis

ETWNLIVH=-FRr7TO-FTERVEHEEET VA SOmMRN AR & E 2 i

Collection and quantification of messenger RNA from tissue models by double barrel carbon probe

Yuji Nashimoto', Yasufumi Takahashi?, Ryosuke Takano', Kosuke Miyashita', Shukuyo Yamada', Kosuke Ino', Hitoshi Shiku!, Tomokazu
Matsue'? (' Enviromental studies, Tohoku Univ., >WPI-AIMR, Tohoku Univ.)

22A. H&IEREIE #8543 7 X / 22A. Bioinformatics: Structural genomics

Development of Ligand Based Virtual Screening considering protein-ligand interaction

Koya Kato, George Chikenji (Grad. Sch. Eng., Nagoya Univ.)

H-DROP:# K= bRT =2V EZRAVEANVAN) VH—-DFA

H-DROP: an SVM based helical domain linker predictor trained with optimal selected features

Suzuki Ryosuke', Ebina Teppei?, Yutaka Kuroda! (!Dept of Biotech. & Life Sci., Tokyo University of Agriculture & Technology, >Brain Science
Inst., RIKEN)

2T 54 TT 407 4 — LOBEHEREOFME

Evaluation of functional significance of splicing isoforms

Masafumi Shionyu', Shiori Ikeda?, Ken-ichi Takahashi? (‘Fac. Bio-Sci., Nagahama Inst. Bio-Sci. Tech.,>Grad. Sch. Bio-Sci., Nagahama Inst. Bio-
Sci. Tech.)

SUNIBILBTIRF 2 VOGEEZEREORARE— M) T 77 VARBRADOER

A Simple Method to Detect Molecular Tunnels in Proteins - Application to Tryptophan Synthase

Midori Yano, Kei Yura (Grad. Sch. Hum. Sci., Univ. Ocha)

MRNAYIBIARY 7 FZIMLBRAFESHFBRY 712y FOMREBEHTE

Predicting a Quaternary Structure of mRNA Cleavage-Polyadenylation Specificity Factor Complex

Saki Aoto, Kei Yura (Ochanomizu Univ)
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22B. £ mIEHREIE  #8E4S / I U X / 22B. Bioinformatics: Functional genomics

B VEBEBENOT—2N—-ZXBRTASHICES D TFVEERREEO/OX b=7

Crosstalk between signaling pathways revealed by database analysis of human phosphorylation sites

Hafumi Nishi', Emek Demir?, Anna R. Panchenko?® ('Grad. Sch. Medical Life Sci., Yokohama City Univ., >Computational Biology Center, MSKCC,
3NIH/NLM/NCBI)

24. FIBEMZ / 24. Mathematical biology

AEHEEEFERFIHMETFNVICE T 3ERGEDOHBENEL

Cooperative Adaptive Responses in Gene Regulatory Networks with Many Degrees of Freedom

Masayo Inoue', Kunihiko Kaneko? ('molprof, AIST, >Univ. of Tokyo)

DK BB REDRERE

A Design Principle of Group-level Decision Making in Cell Populations

Koichi Fujimoto', Satoshi Sawai®>>* (\Faculty of Science, Osaka University, >Graduate School of Arts and Sciences, University of Tokyo, *Research
Center for Complex Systems Biology, University of Tokyo, *PRESTO, JST)

Large deviation properties of population averages: An indicator of gene expression dynamics in a single cell

Bhaswati Bhattacharyya, Ziya Kalay (iCeMS, Kyoto University)

MRS 2T LOMER - SEMWYS E(CHT 30/ MEICEET 3 I2RAVER

Theoretical basis for robustness of intracellular systems against intrinsic and extrinsic fluctuation

Tetsuya Kobayashi (/IS, Univ. Tokyo)

172 b=0) VIEEREBRIHROBREDANDOIHROEHR & KERIC L ZREL

Theoretical and Experimental Analysis for the Effect of Phosphatidyl Inositol System on Spontaneous Cell Movement

Masato Yasui, Satomi Matsuoka, Masahiro Ueda (Osaka University)

BE-7 X —NEEICHTIERETN

A Theoretical Model for Mesenchymal-Amoeboid Modes for Migration

Shin I. Nishimura (Kyushu University)

HENS TFVEERERICETIHAE /1 X2 EEANESIIHT 3 mEHE

Responses of a stochastic signaling cascade to input signals with extrinsic noise

Akio Chiba!?, Akihiro Fukagawa', Kumiko Sakata-Sogawa!~?, Makio Tokunaga'-? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., *IMS-RCAI,
RIKEN)

EEHREBRLEXTy TRER/ OV I F VAR T—FaEVDITZON?

‘Why do cells use signaling cascades with a variety of the number of steps?

Akihiro Fukagawa!, Masashi Kajita', Kumiko Sakata-Sogawa'?, Makio Tokunaga'-? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., * IMS-RCAI,
RIKEN)

—3FIab—-2aVIlE B EREREAFY J FIVEERBOGEFY— DR

Understanding heterogeneity in EGF pathway using simulation at the molecular resolution

Kazunari Iwamoto, Yuki Shindo, Atsushi Miyauchi, Kazunari Kaizu, Koichi Takahashi (Laboratory for biochemical simulation, QBiC, RIKEN)
Diffusion-controlled reaction rate-laws in intracellular environment with molecular crowding: A single-particle-level simulation study
Kazunari Kaizu, Koichi Takahashi (RIKEN)

25. IEE - £ X L / 25. Equality Nonequilibrium state & Biological rhythm

Power-law distribution derived from misunderstanding of search patterns

Hisashi Murakami, Yukio Gunji (Kobe University)

From cell-autonomous circadian clocks to tissue-level timekeeping

Craig Jolley, Maki Ukai-Tadenuma, Dimitri Perrin, Hiroki Ueda (RIKEN Center for Developmental Biology)
BABRFEAVEHKSSFORECS T3P FHEBEBOR

Effects of polymer chain folding for polymer aggregation in thermophoresis

Kenta Odagiri (MIMS, Meiji Univ.)

26. HAl / 26. Measurements

NS RfREHERAVWABRBIER CT 7Y X4

Super resolution computed tomography based on Bayesian statistics

Jun Kozuka!, Takaki Makino?, Haruo Mizutani? (\QBiC, RIKEN, *Grad. Sch. Fro. Sci., Univ. Tokyo)
7V=ZX779F+—RFENBERBFILLZINITIAOQRTL O3 RTERORE

Observation of the crystal structure of bacteriorhodopsin by freeze fracture atomic force microscopy

Naoto Kuga, toshiaki Gotou, Tutomu Kouyama (Nagoya Univ.)

BAERZRHCDAEENDRRE L ZDEMRADIGH

Development of elliptically-polalization-detected CD apparatus and its application to the biological systems
Yasuyuki Araki, Yoshiyuki Hamada, Makoto Murakami, Seiji Sakamoto, Takehiko Wada (IMRAM, Tohoku Univ.)
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ME OIEFHMBAKEERAI D = O In-situ 7 1 7 QIEES NMR 9 EEDBFK

Development of in-situ microwave irradiation NMR spectroscopy for observating non-equilibrium heating state of substances

Yugo Tasei', Teruaki Fujito?, Izuru Kawamura', Akira Naito! (' Graduate of Engineering, Yokohama National University, 2Probe Laboratory Inc.)
K EBIBER L =—5F DNA BRIEREDORAR

A novel method for manipulation of a single DNA molecule using optical and magnetic field

Masahiro Makuta'-2, Taishi Matsushima', Yoshihiro Murayama! ('Dept. of Appl. Phys., Tokyo Univ. of Agri. and Tech., *WPI-iCeMS, Kyoto
Univ.)

7O-BABNSF Y ERAV AT AOBATLEAIE

Measurement of lactate level in the mouse brain using a flow-type lactate biosensor

Kaoru Yamazaki, Mai Ichikawa, Ryo Shimazaki, Minoru Saito (Graduate School of Integrated Basic Sciences, Nihon University)

27. N A4 * =27 / 27. Bioimaging

Humidity-controlled preparation of frozen-hydrated biological samples for cryogenic coherent X-ray diffraction imaging using XFEL
Yuki Takayama', Masayoshi Nakasako'?, Tomotaka Oroguchi'?, Yuki Sekiguchi'-2, Amane Kobayashi'?, Masaki Yamamoto', Koji Yonekura!,
Takaaki Hikima', Saori Maki-Yonekura', Yukio Takahashi'-3, Akihiro Suzuki'-}, Sachihiro Matsunaga®, Yayoi Inui-Tsujimoto*, Shoichi Kato*,
Takahiko Hoshi® ('RIKEN SPring-8 Center, >Grad. Sci. Tech., Keio Univ., 3Grad. Eng., Osaka Univ., *Grad. Sci. Tech., Tokyo Univ. Sci., ’)KOHZU
PRECISION Co., Ltd)

T4V 7 A v VASERFENEMRICL2EMBI x-S T

Live cell imaging using a tip-scan type of high-speed atomic force microscopy

Kiyohiko Tateyama!, Akira Yagi', Nobuaki Sakai'!, Yoshitsugu Uekusa', Yuka imaoka!, Shuichi Ito! ('Olympus corporation, >Microtechnology
R&D Division)

Ty7AVN=93F JEEGERVAECL- A X-D T

Upconversion Nanophosphors for Correlative CL and Fluorescent Imaging

Hirohiko Niioka', Taichi Furukawa', Syoichiro Fukushima!, Masayoshi Ichimiya'-2, Tomohiro Nagata?, Jun Miyake!, Masaaki Ashida!, Tsutomu
Araki', Mamoru Hashimoto' ('Grad. Sch. Eng. Sci., Osaka Univ., *Osaka Dental Univ., 3ULVAC, inc.)
T7P7AN—HESL—Y-HEABHBICL 3 BHTHT 7 XOHRESH O FEETR

Fiber-optic fluorescent imaging of neural activity in freely-moving mice during sleep and wakefulness

Yasuhiro Kasagi!, Takeshi Kanda!, Kentaroh Honda', Masashi Yanagisawa'- (\1IIS, Univ. Tsukuba, >UTSW/HHMI)

£ ZHBRAICE T 3RENET O X7 RNA O—5 FEERR

Single molecule imaging of endogenous telomeric RNA in living cells

Toshimichi Yamada, Hideaki Yoshimura, Mitsuru Hattori, Takeaki Ozawa (Grad. Sch. Sci., Univ. Tokyo)

Shannon T~ FOE—-OE{TH-BERAMET—4

Analysis of the difference in Imaging Mass Spectrometry Data characterized by Shannon entropy

Noritaka Masaki, Mitsutoshi Setou (Dept. Cell Biol. & Anatomy, Hamamatsu Univ. Sch. Med.)

FHRRICET IR NI EEREE SSIRBRITEORRE

Development of methods for labeling and oligomerization analysis of membrane proteins in live cells

Yoshiaki Yano, Kenichi Kawano, Kaoru Omae, Sayaka Mtsuzaki, Katsumi Matsuzaki (Grad. Sch. Pharm. Sci., Kyoto Univ.)
EEHVERFE- A A7 4 2ABHRERAV MR EEDEOREY M DTy EL T

Mapping of neurotransmitter releasing sites using scanning electrochemical ion conductance microscopy

Yasufumi Takahashi', Xiongwe Wang?, Kosuke Ino?, Hitoshi Shiku?, Tomoakazu Matsue!? (\WPI-AIMR, Tohoku Univ., 2Enviromental studies,
Tohoku Univ.)

KFHBEERVEHR-/N FOFIVEEEOESFM

Quantitative evaluation of cell adhesion to hydrogels by advanced interferometric optical microscopy

Takahisa Matsuzaki', Gen Sazaki?, Masami Suganuma?, Tatsuro Watanabe?, Takashi Yamazaki', Yuko Shimokawa!, Motomu Tanaka®, Seiichiro
Nakabayashi!, Hiroshi Yoshikawa! (!Grad. Sch. Sci & Eng., Univ. Saitama, *Inst. Low Temp. Sci., Univ. Hokkaido, *Res. Inst. Clin. Onc., Saitama
Cancer Center, *Inst. Phys. Chem., Univ. Heidelberg)

X-ray excited optical luminescence via bio-molecule directed metal clusters

Yasuko Osakada'2, Yoshie Harada' ('Kyoto university, iCeMS, >.JST PRESTO)

REA#ICETIE—FFLANNTOT 7 FHE mRNA DBE

The localization of actin-related mRNAs in growth cone at a single molecule level

Hidenori Koizumi?, Yasuko Osakada', Yoshie Harada' ('iCeMS., Univ. Kyoto, *Grad.Sch.Bio., Univ. Kyoto)

BERSE AFM OREICET /- ERME 2

Pilot study 2 for the development of high-speed ultrasonic AFM

Tomofumi Saito!, Noriyuki Kodera?, Toshio Ando'? (\Sch. Math. & Phys., Inst. Sci., *Bio-AFM Frontier Research Center, Inst. Sci. & Eng.,
Kanazawa Univ.)

Real-time observation of amyloid fibril formation of yeast prion Sup35 by high-speed atomic force microscopy

Liwen Zhu', Hiroki Konno', Momoko Okuda?, Noriyuki Kodera'!, Toshio Ando', Hideki Taguchi? ('Bio-AFM Frontier research center, Kanazawa
University, *Department of Biomolecular Engineering, Graduate School of Biosciences and Biotechnology, Tokyo Institute of Technology)
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EEAFM ILL B3N T U T OEFHRERR

Nanoscale investigation on bacterial cell surface using high-speed AFM

Hiroki Watanabe', Carriou David', Takayuki Uchihashi'-2, Toshio Ando'2 (' Dep. Phys., Col. of Sci. and Engr., Kanazawa Univ., *Bio-AFM
Frontier Res. Center)

=i AFM / XFBEHRESH

Combined system of High-speed-AFM and optical microscopy

Shingo Fukuda', Takayuki Uchihashi'-2, Ryota lino?, Toshio Ando!? (' Department of Mathematics and Physics, Grad School of Natural Science
and Technology, Kanazawa University, *Bio-AFM Frontier Reserch Center, College of Science and Engineering, Kanazawa University,
3Department of Applied Chemistry Grad School of Engineering The University of Tokyo)

EEAFM ICE B3 ClpB DEBES 1 F IV XAOHRE

Conformations and dynamics of ClpB hexameric ring observed by high-speed AFM

Takayuki Uchihashi'2, Yo-hei Watanabe?, Ryota lino*, Hiroki Watanabe!, Takashi Yamasaki®, Toshio Ando'-? (' Dept.Phys., Kanazawa Univ.,
2Bio-AFM Frontier Research Center, Kanazawa Univ., *Dept. Biol., Konan Univ., *Dept. Appl. Chem., Univ. of Tokyo)

28. N1 AT > =T) > % / 28. Bioengineering

HMEDNAAVEL-TA VT ERBATEEHDOAND - b ET 21— IVORR

Development of AND gate module for dynamic DNA computing

Takakshi Nukada, Koh-ichiroh Shohda, Akira Suyama (Grad. Sch. Arts and Sciences, Univ. Tokyo)

FVFITINFARX=S 07N ) =8 —5RWIF X5 — LAY 7V 2 1 LEZHE L EIRO /- & OERBITEFHTOME

Real time image analysis technology for identification and collection of clustered cells using on-chip multi-imaging cell sorter

Masao Odaka!, Mathias Girault', Hyonchol Kim!, Hideyuki Terazono'?2, Akihiro Hattori?, Kenji Yasuda'? ('KAST, 2Tokyo Med. Dent. Univ.)
7Y/ MEEICEZOK Y bEDERERE

Object-Oriented Cognition Sharing as a Method of Brain-Machine-Interface

Jun Miyake!, Kazuyuki Hatta!, Amalia Adiba!, Ryuuzou Baba?, Tadahiro Kaneda? (! Graduate School of Engineering Science, University of Osaka,
2Osaka Prefecture University College of Technology)

DNA Computer-Controlled Gene Expression in a Cell Model Vesicle

Takamasa Hasegawa', Koh-ichiroh Shohda?, Akira Suyama'? ('Univ Tokyo, Dept Phys, Grad Sch Sci, *Univ Tokyo, Dept Life Sci, Grad Sch Arts
& Sci)

Simple and Efficient Approach for Proteomic Analysis of Subcellular Structures using Droplet-Based Microfluidics

Haruka Okada', Ryo lizuka!, Rui Sekine?, Dong H. Yoon?, Tetsushi Sekiguchi®, Shuichi Shoji?, Takashi Funatsu' ('Grad. Sch. of Pharm. Sci., The
Univ. of Tokyo, *Major in Nanosci. and Nanoeng., Waseda Univ., 3Nanotech. Research Center, Waseda Univ.)

Yeast-based fluorescence assay system for detecting human G protein-coupled receptor activation in water-in-oil droplets

Takashi Sakurai!, Ryo lizuka!, Rui Sekine?, Yoon Dong H.2, Tetsushi Sekiguchi?, Jun Ishii*, Akihiko Kondo®, Shuichi Shoji?, Takashi Funatsu!
('Grad. Sch. of Pharm. Sci., Univ. of Tokyo, *Major in Nanosci. and Nanoeng., Waseda Univ., *Nanotech. Research Center, Waseda Univ., *Org. of
Advanced Sci. and Tech., Kobe Univ., Grad. Sch. of Sci. and Tech., Kobe Univ.)

Optical microdevice operated through self-organization of microtubule and kinesin: An experimental study

Ayumu Miyata', Yuichi Hiratsuka?, Takahiro Nitta' (!Gifi University, 2JAIST)

Optical microdevice operated through self-organization of microtubule and kinesin: A simulation study

Takahiro Nitta', Yuichi Hiratsuka? (' Gifu Univ., 2JAIST)

Theree-Dimensional Movements of Microtubule Diriven by Kinesin on Microfabricated Tracks Revealed with a Computer Simulation
Yuki Ishigure, Takahiro Nitta (Gifu University)

AR/ HAEROFER) 7N 51 LBRHEREAVEAVF T - 2N FAX—T 0T - 70—Y 1 b X—2— DA%

Development of On-chip Multi-imaging Flow Cytometer System using Real-time Bright Field/Fluorescent Dual Image Analysis High-speed
Camera

Akihiro Hattori!, Hyonchol Kim?, Hideyuki Terazono!, Masao Odaka?, Mathias Girault', Kenji Yasuda'? (' Department of Biomedical Information,

Institute of Biomaterials and Bioengineering, Tokyo Medical and Dental University, *Kanagawa Academy of Science and Technology)

$£2HEB (108298 (X)) /Day?2 (Oct. 29 Tue.) 7 *% v %7 Xk —JL / Annex hall
O1A. E8HE : ##& / O1A. Protein: Structure

7 FE V% RebC ERADHESBERINE AV FOAUNT -V EROBESHIEDORIHIFIENRER

Crystal structure of a mutant flavoenzyme RebC and construction mechanism of indolocarbazole aglycone structure

Hayate Itatani', Eiyu Izumo!, Saki Kageyama?, Sayaka Kurozumi', Hiroyasu Onaka®, Shumpei Asamizu®, Tomoya Hino', Shingo Nagano' ('Grad.
School of Eng., Tottori Univ., *Faculty of Eng., Tottori Univ., >Faculty of Eng., Toyama Pref. Univ.)

Crystal structure of cruxrhodopsin-3 from Haloarcula vallismortis

Siu Kit Chan', Tomomi Kitajima!, Midori Murakami', Kunio Ihara?, Tsutomu Kouyama! ('Dept. Phys., Grad. Sch. Sci., Nagoya Univ., *Center for
Gene Research, Nagoya Univ.)
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NAE N MEEHREFECY FlhA OHREEEOBEX L

Conformational change of a cytoplasmic fragment of FlhA, a flagellar type III protein export apparatus protein

Yuya Ogawa', Noritaka Hara?, Yumiko Uchida', Miki Kinoshita'2, Tohru Minamino?, Katsumi Imada' ('Grad. Sch. Sci., Univ. Osaka, *Grad. Sch.
Frontier BioSci., Univ. Osaka)

ALSHENELMEZEGREEE MIp24 E 20V H Y FREKOHEE

Structure of a chemoreceptor protein of Vibrio cholerae, Mlp24, and its ligand complex

Yohei Takahashi', Kazuma Sumita', Yumiko Uchida!, So-ichiro Nishiyama?, Ikuro Kawagishi?, Katsumi Imada' ('Grad. Sch. Sci., Univ. Osaka,
2Dept. Front. Biosci. Sci., Univ. Hosei)

4-0-p-D-mannosyl-D-glucose phosphorylase (MGP) O X 4% S 15 :i& iR 4F

Structure of novel enzyme 4-O-p-D-mannosyl-D-glucose phosphorylase MGP

Setsu Nakae!, Shigeaki Ito?, Mariko Higa®, Takeshi Senoura®*, Jun Wasaki’, Atsushi Hijikata!, Masafumi Shionyu', Susumu Ito3, Tsuyoshi Shirai'
('Dept. BioSci., Nagahama Inst. Bio-Sci. Tech., >Central Tobacco Research Center, Japan Tobacco Inc., 3Fac. Agri.,Univ. Ryukyus, *Research
Institute for Bioresources and Biotechnology, Ishikawa Pref. Univ., >Grad. Sch. Biosphere Sci., Hiroshima Univ.)

#8 #%& Z human poly(ADP-ribose) polymerase 1 D¥EH & FimaI &R

Purification and preliminary structure analysis of recombinant human poly(ADP-ribose) polymerase 1

Kenichi Koyama!, Kouta Mayanagi?, Takayuki Eguchi!, Hiroyuki Morita!, Kazuo Kamemura', Yoshisuke Nishi!, Masanao Miwa!, Tuyosi Shirai'
('Dept. BioSci., Nagahama Inst. Bio-Sci. Tech., ?Med. Inst. Bioreg. Kyusyu University.)

PELDORIC& 385t 2 /87 EKa | BOBEZLOEH

PELDOR detection of structural changes of clock protein KaiB

Ryosuke Tajika', Risa Mutoh??, Masahiro Ishiura'-}, Hiroyuki Mino! ('Grad. Sch. Sci., Nagoya Univ., *Inst. Prot. Res., Osaka Univ., *Center for
Gene Res., Nagoya Univ.)

25kbar ICH T3 IEFFUBI RN T —IKEO KB ERIT

Solution structure of the "pure" high-energy state of ubiquitin: Q41N at 2.5 kbar

Ayumi Kumo!, Soichiro Kitazawa!, Tomoshi Kameda?, Nicola J. Baxter, Michael P. Williamson?, Ryo Kitahara! (!College of Pharmaceutical
Sciences, Ritsumeikan University, >Computational Biology Research Center, Advanced Industrial Science and Technology, *Computational Biology
Research Center, Advanced Industrial Science and Technology)

X #MARILE EFBEUBFREAVANS TV v FEBRBIT

Hybrid structure analysis with small-angle x-ray scattering and cryo-electron microscopic image

Shota Kaimi', Ryo Ishiguro®?, Tetsuro Fujisawa®? (\Grad. Sch. Eng., Gifu Univ., *SPring-8, Riken, *Fac. Eng., Gifu Univ.)

Structural analysis of the 26S proteasome by cryo-electron microscopy and Single-Particle Analysis

Zhuo Wang', Yasuo Okuma!, Daiske Kasuya?, Kaoru Mitsuoka?, Yasushi Saeki*, Takuo Yasunaga! (\Department of Bioscience and
Bioinformatics, Faculty of Computer Science and Systems Engineering, Kyushu Institute of Technology, >Biomedicinal Information Research
Center, Japan Biological Information Consortium (JBIC), *Biomedicinal Information Research Center, National Institute of Advanced Industrial
Science and Technology, *Laboratory of Protein Metabolism, Tokyo Metropolitan Institute of Medical Science)

Comparative survey of image processing packages for electron computed tomography

Nan Shen', Mingyue Jin2, Takuo Yasunaga! (\Kyushu Institute of Technology, *Osaka City University)

Possibility of metallothionein Labelling for CLEM method

Ryutaro Yamanaka', Yuka Hirasaka!, Mingyue Jin!, Haruaki Yanagisawa?, Takuo Yasunaga' ('Kyushu Institute of Technology, >Univ. of Tokyo)
A new approach to build 3D atomic model from single electron microsope image

Atsushi Matsumoto', Junichi TakagiZ, Kenji Iwasaki? (\Japan Atomic Energy Agency, >Osaka University)

7OVUV) 9 FERTFROAV R A= a v HHEICHT 2R

An investigation on the conformation character of proline-rich peptides

Masahito Oka (Osaka prefecture university)

EREFORNAINMET 3ERERBEOMBNEFBHHBORR

Respiratory Electron Flow Enhances the Rate of Extracellular Electron Transport Processes in Current-Producing Bacteria

Akihiro Okamoto', Ryuhei Nakamura?, Kenneth H. Nealson?, Kazuhito Hashimoto' (\Grad. Sch. Eng., Univ. Tokyo, >Wako Inst., Riken, 3Univ.
South California)

BEEERWESVNIENZNF X -2 DOREL

Optimization of force-field parameters for protein systems by an energy-based reweighting approach

Yoshitake Sakae'2, Yuko Okamoto!**3 (! Dept. Phys., Nagoya Univ., 2IMS, 3Structural Biology Research Center, Nagoya Univ., *Center for
Computational Science, Nagoya Univ., *Information Technology Center, Nagoya Univ.)
ANEJOEVOBRFHSILESI7AOXRTY Y IGBOAX LAV ETNVICLIHMER

A simulation study with the chameleon model: The allosteric transition of hemoglobin associated with oxygen binding

Yui Sobue, Toru Kimura, Masaki Sasai, Tomoki P. Terada (Grad. Sch. Eng., Univ. Nagoya)

KAEMZ NV BEOBEEEHB L LI - AR OHEER#IT

Contact analysis of Protean Segments (ProSs) in intrinsically disordered proteins (IDPs)

Divya Shaji', Takayuki Amemiya', Satoshi Fukuchi?, Motonori Ota' (\Grad. Schl. of Info. Sci., Nagoya Univ., *Fac. Eng. Maebashi Inst., Tech.)
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Hras-GTP &K & Hras-GDP BEKDFFENFL I 2L —2aVICEFBKFF 2y b7 — 7 OB

Analysis of network of water molecules in molecular dynamics simulations of Hras-GTP and GDP complexes

Takeshi Miyakawa!, Ryota Morikawa!, Masako Takasu', Kimikazu Sugimori2, Kazutomo Kawaguchi?, Hiroaki Saito?, Hidemi Nagao? (! Tokyo
University of Pharmacy and Life Sciences, >Kanazawa University)

BFBHNFESI2L—2 32085 GLP-1 DRERBERSR

Optimized structure study of GLP-1 by Molecular Dynamics Simulation

Sakiko Mori, Hironao Yamada, Masaki Fukuda, Takeshi Miyakawa, Ryota Morikawa, Masako Takasu, Takuya Watanabe (School of Life Sciences,
Tokyo University of Pharmacy and Life Sciences)

IV —RFEBREREAVEFFEHNES I2L -2 a3 ICL3BEERARET VOE

Evaluation of protein complex model using molecular dynamics simulation with the solution theory in the energy representation

Kazuhiro Takemura!, Nobuyuki Matubayasi?, Akio Kitao! (IMCB, Univ. Tokyo, 2Inst. Chem. Res., Kyoto Univ.)

F#4 I X7 IVEDD AMBER N5 0OR%E & Ul

Determination and evaluation of AMBER force field parameters for thioester

Akifumi Oda'2, Shuichi Fukuyoshi!, Ryoichi Nakagaki', Ohgi Takahashi® ('Faculty of Pharmacy, Inst. Med. Pharm. Health Sci., Kanazawa Univ.,
2Inst. Protein Res., Osaka Univ., >Faculty of Pharm. Sci., Tohoku Pharm. Univ.)

7304 F g OBERER

Conformational Search of Amyloid p Peptide

Satoshi Yokojima (Sch. Pharmacy, Tokyo Univ. Pharmacy and Life Sci.)

01B. EE'E : #15+EE4ERF / 01B. Protein: Structure & Function

Photo synthesis of protein-based drug delivery nanoparticles for active tumor targeting
Meng Qin (Department of Physics, Nanjing University)
Single molecule force spectroscopy reveals force-enhanced binding of calcium ions by gelsolin
Yi Cao!, Chunmei Lv!, Wenfei Li!, Xiang Gao', Robert Robinson?, Meng Qin', Leslie Burtnick®, Wei Wang' (' Nanjing University, 2A*STAR,
3University of British Columbia)
Direct observation of the multiple sliding modes of a tumor suppressor p53
Agato Murata'?, Risa Kashima’, Yuji Itoh'-2, Takashi Tokino*, Satoshi Takahashi?, Kiyoto Kamagata? ('\IMRAM, Univ. Tohoku, *Grad. Sch. Sci.,
Univ. Tohoku, 3CVRI, UCSF, *Research Institute for Frontier Medicine, Univ. Sapporo Medical)
Study of a peptidase-associated domain of an aminopeptidase from thermophilic Aneurinibacillus sp. AM-1
Ryuji Tagawa', Hiroaki Nakano?, Kunihiko Watanabe' (\Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., *Dept. of Pharm., Hyogo Univ. of
Health Sci.)
TEDA VLT FIARAHIEIEF FROUNT & Z0SRFAEICHT IBEEDENMR
Structural analyses of FROUNT, the cytosolic regulator of chemokine signaling, and its chemokine receptor recognition
Sosuke Yoshinaga!, Tatsuichiro Tsuji', Akihiro Sonoda', Norihito Ishida!, Yusuke Tsuchiya', Kaori Esaki!, Yuya Terashima?, Etsuko Toda?,
Takashi Saitoh?, Daisuke Kohda?, Ichio Shimada®, Kouji Matsushima?, Hiroaki Terasawa' ('Fac. Life Sci., Kumamoto Univ., *Grad. Sch. Med.,
Univ. Tokyo, 3Med. Inst. Bioreg., Kyushu Univ., *Grad. Sch. Pharm. Sci., Univ. Tokyo)
FYALLER I EFREOE OB EHERT
Analysis of structure and function of a new type I antifreeze protein from a Japanese fish, Barfin Plaice
Kazunari Ishihara!, Yuichi Hanada', Hidemasa Kondo'?2, Ai Miura?, Sakae Tsuda'? (! Graduate School of Life Science, Hokkaido University,
2National Institute of Advanced Industrial Science and Technology (AIST))
JANT 4 FEEHHIET 3/ 7 )7 SOD1 DBEHRR X h=X L
Folding mechanism of bacterial SOD1 regulated by disulfide formation
Yasuyuki Sakurai, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)
BREBEFNVEAAL-HREERBICS T 3REEEO X H = XLERHA
A worm model describing propagation of protein aggregates in neurodegenerative diseases
Mariko Ogawa!, Hisashi Shidara?, Kotaro Oka?, Yoshiaki Furukawa! ('Dept. of Chem., Keio Univ., 2Dept. of Biosci. Informatics, Keio Univ.)
HERMERFFILEICED 3 SOD1 2 XV BEOMRBEZ(LERETEIRTF FORHK
Aberrant monomer-dimer equilibrium of mutant SOD1 in ALS: Development of peptides probing protein quaternary structures
Takao Nomura, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)
SOD1 NDOHRAFE S + Y EXEZHHBT 322 /NIBRY b7 —7
A protein network regulating an intracellular copper transfer to superoxide dismutase
Kenta Nakagome, Yasushi Mitomi, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)
EIAFHFIHT IR+ RAOAV AT LORFREXA DXL
Zinc ion regulates molecular recognition in copper chaperone system
Yuma Wakahara, Kazuki Honda, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)
FERERFERECRADIZERYSODI 4V NIBEDA Y TT—kXH=X L
Oligomerization mechanism of mutant SOD1 proteins in a familial form of amyotrophic lateral sclerosis
Itsuki Anzai, Keisuke Toichi, Yoshiaki Furukawa (Dept. of Chem., Keio Univ)
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A yeast model for testing roles of aging process in neurodegenerative diseases

Yuko Nishiura, Yoshiaki Furukawa (Dept. of Chem., Keio Univ.)

EOHENOIA7+—IWFREHLSELUFEBHENORERE

Misfolding triggers a pathogenic conversion of protein conformations

Soichiro Kitazawa!, Ryo Kitahara!, Makoto Urushitani? (‘ Pharmaceutical science, Ritsumeikan Univ., 2Moleclar Neuroscience Research Center,
Shiga University of Medical Science.)

NAEERERBEBREOE FIIP N 75 X3 v 70— 7 ORI EBIZEFHIBT

Crystallization and genetic analyses of a periplasmic loop of FliP, a component of the flagellar protein export apparatus

Takuma Fukumura', Yumiko Saijo-Hamano!, Yukio Furukawa', Tatsuya Kawaguchi?, Katsumi Imada?, Keiichi Namba!, Tohru Minamino'
(‘Grad. Sch, Frontier Biosci., Osaka Univ, >Grad. Sch. Sci. Osaka Univ)

Structural defects in fibrillin associated with Marfan syndrome

Yaxin Lu!, Richmond Jeremy?, Murat Kekic!, Jianlin Yin?, Brett Hambly' (' Pathology Discipline and Bosch Institute, Sydney Medical School,
University of Sydney, *Central Clinical School, Sydney Medical School, University of Sydney)

Microtubule-associated protein 4-mediated bundle formation of microtubules and actin filaments

Shoma Saite!, Ayumu Kuramoto!, Hikari Makihara!, Tsuyoshi Yamazaki?, Taro Q.P. Noguchi?, Susumu Kotani’, Kiyotaka Tokuraku' (!Grad. Sch.
Appl. sci., Muroran Inst., *Miyakonojo Nation. Col. Tech, *Kanagawa University)

EYINVBEOREBHRETOAXT ) v 7HI#H

Piezoelectric effect in a protein and its involvement in allosteric regulation

Jun Ohnuki', Takato Sato!, Koji Umezawa!, Taro Q.P. Uyeda?, Mitsunori Takano' (Grad. Scl. of Adv. Sci. & Eng., Waseda Univ., *Biomedical
Res. Inst., AIST)

MD THEChEGTIF /DX I LI F MREFHERBEF 7/ F  RER EDREE

Nucleotide-dependent structural states of G-actin observed by MD simulation and its implication for F-actin stability

Jun Ohnuki, Mitsunori Takano (Dept of Phys & Appl Phys, Waseda Univ)

FOXTV Y VBRBOSTFROERICET LS TFIVE N E CheY OHIRE

Toward a molecular level understanding of allostery in the signaling protein CheY

Toshifumi Mori, Qiang Cui (Univ. of Wisconsin, Madison)

MARTINI 8L AB e AV E L N0 B- U Y MR BEORB I aL—-Ya Yy

Comparative simulations of protein-ligand binding processes using the MARTINI coarse-grained force field

Tatsuki Negami, Tohru Terada, Kentaro Shimizu (Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo)

AR ETIVICL S PPARy DEZEKFM L EHTLOEZR

Coarse-grained model study of ligand-dependent reaction activity of PPARy

Tomo Matsubara, Hiraku Nishimori, Akinori Awazu (Dept. of math and Life Sci, Hiroshima Univ)
BEERENLAFFREREE/ N2 - OREK: HACI FHNFHARICL 6L

Screening for Mechanical Communication in Proteins by Coarse-Grained Molecular Dynamics

Yuichi Togashi (Grad. Sch. Sys. Informat., Kobe Univ.)

BRI —2avItd 3 ) VEIEBEESAHAMEKI-ERKR)D Ky ¥ T84 F IR

Docking dynamics of MAP kinase: MEK1-ERK2 complex system studied by coarse-grained simulation

Ryo Kanada, Shoji Takada (Grad. Sch. Sci., Univ. Kyoto)

B8 MAPK ZRICE T 3 EERHEEOSFIaL—Ya VR

Molecular simulation study on signaling control in yeast MAPK pathway

Naoto Hori, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)

Folding coupled with binding and allosteric motions in calmodulin domains

Wenfei LI', Wei WANG!, Shoji Takada? (' Department of Physics, Nanjing University, >Graduate School of Science, Kyoto University)

01C. ZEAHE : #M% / 01C. Protein: Property

FTIR A%EZRAVAEIEXF U ORE-EHEHIKEBEOMRA

Pressure and temperature denaturation of ubiquitin by FTIR spectroscopy

Tsubasa Yamamoto', Minoru Kato'? ('Grad. Sch. of Lifescience, Ritsumeikan Univ., 2Dept. Pharma. Ritsumeikan Univ.)

FTIR ZAWEES - BETEEERIC L 3 GB1(41-56)DE R D p-hairpin BEREHE

Pressure and Temperature variable FTIR study on the structural stability of f-hairpin model peptides of mutants of GB1(41-56)
Keita Tsuchiya', Yudai Yamaoki?, Minoru Kato'* ('\Grad. Sch. life science, Univ. Ritsumeikan, *Institute of Advanced Energy, Univ. Kyoto,
3Pharm. Univ. Ritsumeikan)

NTFRCHFZZRBEEDENKREFY. : BERLAFHNFERICLIHR

Pressure dependence of the secondary structure of a peptide: A simulated tempering molecular dynamics study

Yoshiharu Mori', Hisashi Okumura'-2 ('Inst. Mol. Sci., 2SSOKENDAI)

PI/BOYEICER L ARERZEEEFEROHF

Discrimination of disease-susceptibility mutations by physical properties of amino acid fragments around the mutation

Ryouta Masai', Shigeki Mitaku'-? (\Dept. Applied Physics, Grad. Sch. Engineering, Nagoya Univ, *Toyoda Physical and Chemical Res. Inst.)
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Y bo0OL c SEFROHRBEES
Binding of Oligomeric Cytochrome ¢ to Cell Membrane
Sendy Junedi, Kazuma Yasuhara, Satoshi Nagao, Jun-ichi Kikuchi, Shun Hirota (Grad. Sch. Mat. Sci., Nara Inst. Sci. Tech.)
hOLCDORXAVRTy TERIEEENT Y TOE 2 VIKE
Domain-Swapped Oligomerization and Molten Globule State of Cytochrome ¢
Megha Deshpande!, Partha Parui?, Masaru Yamanaka', Satoshi Nagao', Hironari Kamikubo', Mikio Kataoka!, Hirofumi Komori®, Yoshiki
Higuchi*, Shun Hirota' (' Graduate School of Materials Science, Nara Institute of Science and Technology, *Department of Chemistry, Jadavpur
University, Kolkata 700032, India, >Faculty of Education, Kagawa University, *Department of Life Science, Graduate School of Life Science,
University of Hyogo)
HAKSFHNES I2L—2 3L B3IF7OEYDO XMV A7 EY THEBOMEA
Domain swapping of myoglobin dimer studied by coarse-grained molecular dynamics simulations
Koji Ono, Shoji Takada (Dept. Biophys., Grad. Sch. Sci., Kyoto Univ.)
Wang-Landau YIVFH/ ZANVEILE D Go ETFNVAFFEHEIIaL—Y 3y
Wang-Landau Multicanonical Method for Go-model Molecular Dynamics Simulation
Mashiho Ito, Shoji Takada (Dept. Biol., Sch. Sci., Kyoto Univ.)
HRMMD ZAVASUFINA - bV AL—23FN 7+ =T 1 T DR
Analysis of co-translational folding of SUFI by coarse grained MD simulation
Tomohiro Tanaka, Naoto Hori, Shoji Takada (Dept. of Biophys. Kyoto Univ.)
HREK Go ETNERAVEZRKEZ N VICETI2BBORNE 74+ —NT 1 727 & DEROER
An analysis of the relationship between the number of transitions and folding cores in multi-transition proteins by means of Go model
Masatake Sugita, Takeshi Kikuchi (Dept. of Bioinfo., Col. of Life Sci., Ritsumeikan Univ)
SUNIBIA—NT4 2 TICEFBEAIRNF—NYTEXRA FFOY —FEORER
Relationships between the free energy barrier in protein folding and native topology
Koki Yamashita, Masatake Sugita, Takeshi Kikuchi (Dept. Bioinf., Col. Life Sci., Ritsumeican Univ.)
—RFHESREILLZIEXFF U OMVEBEHF1F IV ADEIE
Dynamics of ubiquitin folding detected by single molecule fluorescence spectroscopy
Masataka Saito'2, Hsin-Liang Chen?, Rita Chen?, Kiyoto Kamagata'2, Hiroyuki Oikawa!, Satoshi Takahashi'? (' Tohoku University Institute of
Multidisciplinary Research for Advanced Materials, *Tohoku University Department of Chemistry, Graduate School of Science, *Academia Sinica
Institute of Biological Chemistry)
7OFM4 2V A-BRAMIVDERIFVEHFA1FIVAOEBHEZERLATA VHESBERBORR
Improvements of the line confocal system for the single molecule tracking of fast folding dynamics of the B domain of protein A
Hiroyuki Oikawa', Kiyoto Kamagata!, Munehito Arai?, Satoshi Takahashi' ({/MRAM, Tohoku Univ., >Grad. Sch. Arts. Sci., Univ. Tokyo)
184> 27 %4mM0L 7= BPTI ZERAEOBREEICH T304 4 U I7 —URBEO R ENRBN
Thermodynamic characterization of a reversible oligomerization process in the thermal transition of a BPTI variant tagged with isoleucines
Shigeyoshi Nakamura!, Tomoka Wachi?, Ryo Shimizu?, Mohammad M Islam?, Yutaka Kuroda?, Shun-ichi Kidokoro! (!Dept of Bioeng, Nagaoka
Univ of Tech, *Dept of Biotech and Life Sci, Tokyo Univ of Agr & Tech)
7304 FERBHEREORBOMBEER DX Db O—RARIE
Some general aspects of interaction between amyloid and soluble proteins
Takashi Konno (University of Fukui, Faculty of Medical Sciences, Molecular Physiology)
E—-XF@EICHEESLMBN~ M) 7 2B, RBRRAEFETTPLOIYNAT—mB7 IO FREOBTB 2 REEHS
Surface-bound basement membrane components on Sepharose beads accelerate amyloid p-peptide nucleation in air-free wells
Kazuhiro Hasegawa, Daisaku Ozawa, Tadakazu Ookoshi, Hironobu Naiki (Div. Mol. Pathol., Dept. Pathol. Sci., Univ. Fukui)
BEANS 7 VOBKEEFrEAST7 I01 FpREBBRADBEIIDONT
The effects of the hydrophobic area of vesicles on the fibrillation of Ap
Mayu Suzuki, Hisashi Yagi, Yuji Goto (Inst. Protein. Res., Osaka Univ.)
B-3/0707V 07 I014 FBRICE T 214 L IRRHEE DR
Effects of various fatty acids on the amyloid fibrillation of B,-microglobulin
Akira Ishii!, Masatomo So', Hisashi Yagi', Hironobu Naiki?, Yuji Goto! ('Inst. Protein Res., Osaka Univ., *Fac. Med. Sci., Univ. Fukui)
p23/0/07YV 0704 FRIBIKEORRBEDHFEL
The properties of the residual structure of amyloid precursor state of f2-microglobulin
Kazumasa Sakurai'?, Akihiro Maeno', Hironobu Naiki®, Yuji Goto?, Kazuyuki Akasaka' (\HPPRC, Kinki Univ., 2Inst. Protein Res., Osaka Univ.,
3Fac. Med. Sci., Univ. Fukui)
BRICEZ7I00 FIREBIREND X H=X L
The mechanism of ultrasonication-induced amyloid fibril formation
Masatomo So', Yuichi Yoshimura!, Hisashi Yagi!, Hirotsugu Ogi?, Kentaro Uesugi?, Hironobu Naiki®, Yuji Goto' ('Institute for Protein Research,
Osaka University, *Graduate School of Engineering Science, Osaka University, 3Faculty of Medical Sciences, University of Fukui)
Solubility and Supersaturation-Dependent Protein Misfolding Revealed by Ultrasonication
Yuxi Lin, Young-Ho Lee, Yuichi Yoshimura, Hisashi Yagi, Yuji Goto (Institute for Protein research, Osaka University)
BAEICLZ7 IO MREME/NN— X MIBT 3HE
Direct observation of burst of amyloid fibril formation by calorimetry

Tatsuya Ikenoue', Young-Ho Lee!, Jozsef Kardos?, Yuji Goto! (\nst. Pro. Res., Osaka Univ., *Inst. Bio., Eotvos Lorand Univ.)
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Efficient Lookup Table using a Linear Function of Inverse Distance Squared

Jaewoon Jung', Takaharu Mori%?, Yuji Sugita'?3 ('4ICS, Riken, *Riken, *QBiC, Riken)

MuSTAR MD : Multi-Scale Temperature Accelerated Replica exchange Molecular Dynamics

Yu Yamamori, Akio Kita (/nstitute of Molecular and Cellular Bioscience, the University of Tokyo)

- XA VERTEEICHT 39 FREBORE

Macromolecular crowding effect on fibril formation of a-synuclein

Nobu C. Shirai'2, Macoto Kikuchi'?3 (\Grad. Sch. Sci., Osaka Univ., 2Cybermed. Cent., Osaka Univ., *Fron. Biosci., Osaka Univ.)
BLVERTINAZTHENOSHTRICEIZ757 1 Arg 431 DTRE|

The role of Arg431 of flagellin in the polymorphic transformation of Salmonella flagellar filament

Fumio Hayashi, Kenji Oosawa (Div. Mol. Sci., Fac.Sci. and Tech, Gunma Univ.)

RENAEICLZ L TFIVEES X BREEEROME

Interactions between signal transduction proteins studied by surface forces measurement

Asuka Sakai', Hitomi Fujiwara!, Masaya Fujita’, Kazue Kurihara'? ({IMRAM, Tohoku Univ., >2WPI-AIMR, 3 Univ.Houston)

O1E. EAE : 51l - ##4F DA i%sw / O1E. Protein: Measurement & Analysis

X#BEBABEFL—Y—ICLWEShBESRET -ty MIXMT 3 BRFEERINE

Methodology of a single biomolecular structure determination for low-resolution data set obtained by X-ray Free Electron Laser

Atsushi Tokuhisa, Osamu Miyashita, Florence Tama (Computational Structural Biology Research Unit, AICS, RIKEN)

EWt YT EMAVENMR AR MVOETE

Reconstruction of NMR spectra using compressed sensing

Kazuya Sumikoshi!, Teppei Ikeya?, Yutaka Ito?, Kentaro Shimizu' (\Grad. Sch. Agric. Life Sci., Univ. Tokyo, >*Grad. Sch. Sci., Tokyo Metropolitan
Univ.)

Intermolecular interactions and conformation of antibody dimers present in IgG1 biopharmaceuticals

Takafumi Tura'?, Jun Fukuda?, Katsuyoshi Yamazaki?, Shuji Kanamaru', Fumio Arisaka' ('Grad Sch of Biosci & Biotech, TIT, *Kyowa Hakko
Kirin Co. Ltd.)

HREEDHLIFIHETOMRESTFEOEAHL, HRELTED THIICIRIES : BEE 15 TFEHICLZ3HME
Galectin-3 and its glyco-molecule conjugates are extremely dynamic on the cell surface: detection by ultrafast single-molecule tracking
Aiko S. Kondo!?, Ludger Johannes?, Ziya Kalay?, Ivan R. Navi*, Manami S. H. Miyahara!~, Hisae Tsuboi?, Koichiro M. Hirosawa?, Kenta J.
Yoshida!?, Akihiro Kusumi'-2, Takahiro K. Fujiwara? ('Inst. Frontier Med. Sci., Kyoto Univ., >WPI-iCeMS, Kyoto Univ., 3Inst. Curie and CNRS,
4Life Sci. Inst., Univ. of British Columbia)

BFHNFELIAL—2aVILLB 19 FFRET DT —2FE1t

Sequential data assimilation to single-molecule FRET photon-counting data by using molecular dynamics simulations

Yasuhiro Matsunaga', Yuji Sugita'->3 (\RIKEN AICS, 2RIKEN ASI, *RIKEN QBiC)

—RFERFHSHMESAATIIZTEEERESRY F7—7 LT 3BBEEY “BN L35 F0 “KE” ORE

Identifying chemical states in Markov chain steady state network extracted from time series by finding “minimum” transition probability
Yutaka Nagahata!, Hiroshi Teramoto'?, Chun-Biu Li?, Tamiki Komatsuzaki'*? (' Graduate School of Life Science, Hokkaido University, *Research
Institute for Electronic Science, Hokkaido University)

X #1 B FEBENEICL 3 TR +~OZ REERFE

Cooperative Motion Analysis of group II chaperonin by X-ray Single Molecule Tracking

Hiroshi Sekiguchi', Yohei Yamamoto?, Mayuno Arita?, Naoki Ishiguro?, Kouhei Ichiyanagi®, Masafumi Yohda?, Naoto Yagi!, Yuji Sasaki’
('Research Utilization Div., JASRI, *Dept. Biotech. Life Sci., Tokyo Univ. Agricult. Tech.,*Grad. School Frontier Sci., Univ. Tokyo)
XB1IGFHALZZI 2 NITEFTFOBERES &

Structural Fluctuations of Tau Proteins from X-ray Single Molecule Observations

Masahiro Shimura', Yufuku Matsushita', Kouhei Ishiyanagi!, Tomohiro Miyasaka®, Hiroshi Sekiguchi?, Yasuo Ihara?, Yuji C. Sasaki'-? (Grad.
School Frontier Sci., Univ. Tokyo, *Research & Utilization Div., SPring-8/JASRI, *Faculty of life & Medical Sci., Doshisha Univ.)

O1F. ERE : EAEI® #{tI = / O1F. Protein: Engineering

Rapid monitoring of affinity maturation process for in vitro selection by fluorescence correlation spectroscopy (FCS)

Shigefumi Kumachi, Miho Suzuki, Koichi Nishigaki, Naoto Nemoto (Grad. Sch. Sci. & Eng., Saitama Univ.)

DNA B2l 1841 % F L 7= DNA 18867 7 F > #i# O R il

Control of bundle formation of DNA-conjugated actin filaments using the complementarity of the DNA

Masahito Hayashi, Kingo Takiguchi (Grad. Sch. Sci., Nagoya Univ.)

Regulation of proteasomal degradation through an unstructured initiation site of a substrate

Kazunobu Takahashi, Tomonao Inobe (Front. Res. Core for Life Sci., Univ. Toyama)

¢DNA T 1 A7 L A E%Z RV /- Minimum 707 7 — £ ORBREME(L

In vitro selection of Minimum-Protease by cDNA display

Yuka Mashio ', Shingo Ueno?3, Naoto Nemoto'” (\Grad. Sch. Sci. and Eng., Saitama Univ., *Grad. Sch. Eng., Univ. Tokyo, 3CREST, JST)
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2P089 F/HFREBENI—EED2a N vy 7V TICE3DEMAIENO-LTHFS

Evolutional cellulosome design from module library

Hikaru Nakazawa, Yuri Ishigaki, Eiko Kobayashi, Do-Myoung Kim, Mitsuo Umetsu (Grad. Sch. Eng., Tohoku Univ.)
2P090 Green Fluorescent Protein 7* 5 D#EEI L X » b Dkt

Extraction of Function Elements from Green Fluorescent Protein

Toshio Morimoto, Hironari Kamikubo, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
2P091 ATIBRICBIEL HEIL X FORE

Roles of functional elements transplanted into the artificial enzyme

Mai Arakawa, Hironari Kamikubo, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
2P092 MRALEBE 7+ -V RKOF/KFH1

De novo design of new heme protein folds

Yasuhiro Isogai (Dept. Biotech., Toyama Pref. Univ.)

02. NLERAE / 02. Heme proteins

2P093 KAZEM S /87 £ L TO Bach2 NLIEEHEE
Heme binding region of Bach2 as intrinsically disordered protein
Kazutaka Murayama!', Miki Matsui?, Kazuhiko Igarashi® ('Grad. Sch. Biomed. Eng., Tohoku Univ., >Grad. Sch. Med., Tohoku Univ.)
2P094 Oxygen-affinity of hemoglobin is regulated by protein-structural dynamics
Takashi Yonetani', Kenji Kanaori? ('Biochem & Biophys., Univ. Pennsylvania, *Bioengineering, Kyoto Inst. Tech.)
2P095 E—ZREPTOANEI/OE O7ORTY v V&
Hemoglobin allosteric transition in a single crystal form
Naoya Shibayama (Div. of Biophysics, Jichi Medical Univ.)
2P096 B LB /N b I A T OE AQOEEROEM FESHRT
Kinetic Analysis of Ligand Binding to Co(III) Myoglobin
Saburo Neya, Masaaki Suzuki, Tyuji Hoshino (Chiba University, Graduate School of Pharmaceutical Sciences)
2P097 BEZEVBILLINLFAF O FF—ERIGOMFETEER © F R R ISB2 018 5 H11#
Fine-tuning of heme oxygenase successive reactions: Regulation at the peculiar stages in different biological species
Norio Miyake, Atsuko Akiyama, Kouki Kimiya, Taiko Migita (Fac. Agr., Dep. Biol. Chem., Yamaguchi Univ.)
2P098 ALERICERET IS HABARa- TN IAL F—EOANLIBESBLOKE
Heme binding site in Rhodnius prolixus a-glucosidase promoting the heme crystallization
Shotaro Kaku, Keisuke Nakatani, Haruto Ishikawa, Yasuhisa Mizutani (Grad. Sch. Sci., Univ. Osaka)
2P099 BESBEBSI T UAREERAV CORBICHED CooADEZVINVEF1FIVZAOHMRA
Protein dynamics of CooA upon CO dissociation studied by time-resolved resonance Raman spectroscopy
Akihiro Otomo!, Haruto Ishikawa!, Misao Mizuno!, Shigetoshi Aono?, Yasuhisa Mizutani' ('Grad. Sch. Sci., Univ. Osaka, *Okazai Inst.)

03. [REBE / 03. Membrane proteins

2P100 BK ¥ + X)L OHIRE R OEE
Manipulation of the cytoplasmic domain of BK channel
Yoshihiro Satoh, Morten Bertz, Kazuhiko Kinosita (Waseda University)
2P101 PEFNIAYZBREOEESEE 3RT X% 13 FRIBERHA
3D X-ray Single Molecule Dynamics of nicotinic Acetylcholine Receptor (nAChR) with microsecond and picometre accuracy
Maki Tokue', Hiroshi Sekiguchi?, Kentaro Hoshisashi', Kohei Ichiyanagi', Yuri Nishino?, Naoto Yagi?, Atsuo Miyazawa’, Tai Kubo®, Yuji Sasaki'
(‘Grad. Sch. FS., Univ. Tokyo, 2JASRI/SPS, *Grad. Sch. Sci., Univ. Hyogo, *ALST)
2P102 Computational analysis on the influence of membrane lipid composition on the structural invariance of G-protein coupled receptor
Md. Iqgbal Mahmood'?, Xinli Liu', Saburo Neya!, Tyuji Hoshino' (' Graduate school of pharmaceutical sciences, Chiba University, *Laboratory
for system biology and medicine, RCAST, The University of Tokyo)
2P103 Direct monitoring of membrane protein folding process during in-vitro expression by Surface Enhanced IR spectroscopy
Kenichi Ataka', Joachim Heberle', Axel Baumann?, Silke Kerruth!, Ramona Schlesinger?, Joerg Fitter?, Georg Bueldt? (' Freie Universitaet Berlin,

Fachbereich Physik, Experimental Molecular Biophysics, *Forschungszentrum Juelich, ICS-5, *Freie Universitaet Berlin, Fachbereich Physik,

Genetic Biophysics)
2P104 RBERBMERIC L 3 ZHEXER EnrE ORBBEABRKX ORI

Thermodynamics analysis of substrate binding mode of multidrug resistance transporter, EmrE by Isothermal Titration Calorimetry (ITC)
Kazumi Shimono'->*#, Yoshiro Mori2, Toshifumi Nara?, Tomomi Someya>*, Mikako Shirouzu>*, Shigeyuki Yokoyama®?, Seiji Miyauchi'? (' Fac.
Pharm. Sci., Toho Univ., >Coll. Pharm. Sci., Matsuyama Univ., 3SSBC, RIKEN, *CLST, RIKEN, Struct. Biol. Lab., RIKEN)

2P105 ZHIPEE b T 2 ZF— 42— AcrB D Motion Tree ;& IC & 2 BRI
Motion Tree analysis of the multidrug transporter AcrB
Tsutomu Yamane', Ryotaro Koike?, Motonori Oota?, Satoshi Murakami®, Akinori Kidera!, Mitsunori Ikeguchi! (!Graduate School of Medical Life
Science, Yokohama City University, *Graduate School of Information Science, Nagoya University, *Graduate School of Bioscience & Biotechnology,
Tokyo Institute of Technology)
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2P106 ABC FFVRAFRK—4—ILE TP ERBANHE  FFIal—2avIild3HA
The effects of substrate binding in ABC transporter: A simulation study
Kouki Yamada', Hiroaki Kato?, Akinori Kidera'* (!Grad. Sch. Nanobio., Yokohama City Univ., ?Grad. Sch. Pharm Sci., Kyoto Univ., *Grad. Sch.
Med Life Sci., Yokohama City Univ.)

2P107 REBERAICSV TR A IREBSEAOMEICNHNT ZFK pH 1 F VBEDR
Curvature of Bump Structures on Purple Membrane Depending on pH and Ionic Strength Analyzed by Atomic Force Microscopy
Yasunori Yokoyama', Kosuke Yamada', Yosuke Higashi', Satoshi Ozaki'!, Haorang Wang!, Naoki Koito', Masashi Sonoyama'-2, Shigeki
Mitaku!? (\Department of Applied Physics, Graduate School of Engineering, Nagoya University, ?Division of Molecular Science, Faculty of Science
and Technology, Gunma University, 3Toyota Physical and Chemical Research Institute)

2P108 FT/F1 RV ERAVEE YY) —ORTO U0
Photoreaction dynamics of sensory rhodopsin I in nanodiscs
Kenichi Kawamoto!, Keiichi Inoue!?, Jun Sasaki, jin Yagasaki®, Yuki Sudo?, Michio Homma?, Hideki Kandori! ('Nagoya Inst. Tech,, 2JST
PREST, *Nagoya Univ.)

2P109 FrRVORTIVOEERDICE T IKFEHEERY 77
Hydrogen-bonding network in the active center of a light-gated ion channel, channelrhodopsin
Shota Ito!, Hideaki Kato?, Reiya Taniguchi?, Tatsuya Iwata!, Osamu Nureki?, Hideki Kandori! (' Nagoya Inst. Tech, *Grad. Sch. of Sci., Univ. of
Tokyo)

2P110 KEBEENF PUILELTICHT D NKiFE C RimDEE
Role of N- and C-terminus in a light-driven sodium ion pump
Shinya Sugita!, Yoshitaka Kato!, Rei Abe-Yoshizumi', Jun Sasaki', Keiichi Inoue!?, Kwang-Hwan Jung?, Hideki Kandori! ('Nagoya Inst. Tech,
2JST PRESTO, 3Sogang Univ. Korea)

2P111 7O7FAARTI U OBERDDIT I /B
A Color Determining Amino Acid of Proteorhodopsin
Yuya Ozaki, Takayoshi Kawashima, Rei Abe-Yoshizumi, Hideki Kandori (Nagoya Inst. Tech)

2P112 G &LV G, DREFECETAFRF XS 2V NIBOTH L
Designs of new chimeric proteins for optical activation of G,- and G- proteins
Kazuho Yoshida!, Keiichi Inoue!?, Takahiro Yamashita’, Rei Abe-Yoshizumi'!, Kengo Sasaki!, Yoshinori Shichida?, Hideki Kandori' (' Nagoya
Inst. Tech, 2JST PRESTO, 3Grad. Sch. Sci., Univ. Kyoto)

2P113 ERFAFABIRXEZAV L NERZSBAEOBERT
ATR-FTIR study of human bitter taste receptor
Tomoaki Ohashi', Kota Katayama!, Masaya Iwaki', Kei Tsutsui?, Hiroo Imai?, Hideki Kandori' (' Department of Frontier Materials, Nagoya

Institute of Technology, *Primate Research Institute, Kyoto University)

04. ZEEFESE RS / 04. Nucleic acid binding proteins

2P114 Direct observation of DNA positive supercoiling by reverse gyrase
Taisaku Ogawa!, Katsunori Yogo?, Shou Furuike?, Kazuo Sutoh!, Akihiko Kikuchi*, Kazuhiko Kinosita! ('Dept. Phys., Waseda Univ., *Grad. Sch.
Med. Sci., Kitazato Univ., *Dept. Phys., Osaka Med. Coll., *Grad. Sch. Med., Nagoya Univ.)

2P115 TDP-43 2 /X7 BIZHT H1EHO RNA BBHEEF — 7 & ZOHEERRE
Distinct roles of individual RNA recognition motifs in an RNA-binding protein, TDP-43
Yo Suzuki', Hideaki Shimizu?, Yutaka Muto®3, Shigeyuki Yokoyama?, Yoshiaki Furukawa' (Dept. of Chem., Keio Univ., >RIKEN, 3Dept, of
Pharm. Sci., Musashino Univ.)

2P116 BRI ¥ AT RNA YIBTEESR Irelp (S & > TE2FE 5 HAC1 mRNA ® NMR ###R
NMR analysis of HAC1 mRNA recognized by the site-specific endonuclease Irelp
Ikumi Kawahara'2, Yuta Ashihara!, Kaichiro Haruta', Yoshiyuki Tanaka', Chojiro Kojima? (\Grad. Sch. Pharm. Sci., Tohoku Univ., *Inst. Prot.
Res., Osaka Univ.)

2P117 HIEX LA F FREBEZVNIBEXPCO1BFAX=T 2T
Single-molecule direct visualization of the mammalian nucleotide excision repair protein XPC
Hiroaki Yokota'?, Daisuke Tone', Yong-Woon Han?, Yoshie Harada?, Kaoru Sugasawa' ('Biosignal Res. Center, Kobe Univ., %iCeMS, Kyoto
Univ.)

2P118 F/RAERERWVEAI XFI CpG BHICHE T 3 SRA-DNA HEHDHEHEREIR
Characterization of SRA-DNA complex using Zero mode waveguides
Yong-Woon Han', Hiroaki Yokota!, Mariko Ariyoshi'?, Yasuo Tsunaka'?, Takuma Iwasa'?, Ryuji Yokokawa®*, Ryo Hiramatsu®, Daichi ChibaJ,
Teruo Ono’, Yoshie Harada! ('iCeMS, Kyoto University, 2PREST, 3Graduate School of Biostudies, Kyoto University, *Department of Technology,
Kyoto University, SInstitute for Chemical Research, Kyoto University)

2P119 F/RAZRAVELBFAX—D 7LD RuvB SERTEHIEOREA
Single-molecule visualization of RuvB oligomer for characterizing a AAA* class hexameric ATPase with zero-mode waveguides
Takuma Iwasa', Yong-Woon Han?, Hiroaki Yokota?, Ryuji Yokokawa?, Ryo Hiramatsu*, Teruo Ono®, Yoshie Harada!-? (\Grad Sch. Biostudies,
Kyoto Univ., 2WPI-iCeMS, Kyoto Univ., 3Grad Sch. Engineering, Kyoto Univ., *Inst. Chem. Research, Kyoto Univ.)
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2P120

2P121

2P122

2P123

2P124

2P125

2P126

2P127

2P128

2P129

2P130

2P131

2P132

2P133

2P134

O5A. %8 : 8 - 1% / O5A. Nucleic acid: Structure & Property

Conformational Sampling of Nucleic Acids in Cellular Environments

Asli Yildirim', Brad Varner!, Monika Sharma?, Liang Fang?, Michael Feig'? (' Department of Chemistry, Michigan State University, *Department
of Biochemistry and Molecular Biology, Michigan State University)

Local structural similarity between interphase chromatin and mitotic chromosomes in living mammalian cells

Tadasu Nozaki'-?, Tomomi Tani?, Sachiko Tamura!, Takeharu Nagai*, Kazuhiro Maeshima! ('Natl. Inst. Genet., *Inst. Adv. Biosci., Keio Univ.,
3Marine Biological Laboratory, *ISIR, Osaka Univ.)

LKy Y ZDNA DEBEFBHRGICKRIZFT ZHRHNREOR

Effect of intrestrand cross-linking of redox-labeled DNA duplex on its electron transfer reaction

Yasuhiro Mie, Keiko Kowata, Yasuo Komatsu (Bioproduction Res. Inst., AIST)

Bacterial ribosomal RNA as a target for sequence-specific inhibition

Joanna Trylska', Sapna G. Thoduka', Zofia Dabrowska!, Anna Gorska!, Maciej Jasinski'*?, Tomasz Witula' (' University of Warsaw, Centre of
New Technologies, *University of Warsaw, MISMAP College)

DNA OB ETIVICE B Ars 1 VAL — 2 — DB & HEEE ORI

Analysis of the fluctuation and functionality of Ars-insulator by coarse -grained model of DNA

Keisuke Yamamoto, Sayuri Tatemoto, Naoaki Sakamoto, Akinori Awazu (Department of Mathematical and Life Sciences, Hiroshima University)
MEHM MR AT G IHEHE DNA 2EAT I EILLZMER Y R A LOAV I LM TV RERFEHLEER S v F 2 T OEHEL
Enhancement of a Quadruplex-ribozyme activity in response to K*: a quadruplex-forming complementary DNA enables accurate switching
Yudai Yamaoki'->?, Tsukasa Mashima!, Takashi Nagata-2, Masato Katahiral? (\nstitute of Advanced Energy, Kyoto University, >Graduate School
of Energy Science, Kyoto University, >JSPS Research Fellow)

M7V TTE27—OREFHERED T OEN

Structural basis of anti-prion aptamer and its activity

Tsukasa Mashima', Fumiko Nishikawa?, Yuji O. Kamatari®>, Masayuki Saimura!, Takashi Nagata'#, Satoshi Nishikawa?, Kazuo Kuwata’, Masato
Katahira'# (Unst. of Adv. Energy, Kyoto Univ., 2AIST, 3Life Sci. Res. Center, Gifu Univ., *Grad. Sch. of Energy Sci., Kyoto Univ., *Unit. Grad. Sch.
of Drug Disc. and Med. Info. Sci., Gifu Univ.)

07. 7k - k#1E|EEE / 07. Water & Hydration & Electrolyte

FEIKIBHE R T D ATP MK 53 82 O BN F A BRI

Thermodynamic analysis of ATP hydrolysis in non aqueous solvent

Hideyuki Komatsu (Dept. Bioscience & Bioinformatics, Kyushu Inst. Tech.)

23a2b=2av - F=EvA Ui 7TO-FILLBZBERE Ry FVTBRBICETBKMKELFIVR

Hydration water behavior in the protein docking process by simulating data mining approach

Taku Mizukami', Ayumu Sugiyama?, Dam Hieu Chi%, Ho Tu Bao? ('Sch. Materials Sci., JAIST, 2Sch. Knowledge Sci., JAIST)
EOEKMKOLELHES E EABEI I FITREDBHAYTIVT

Translation diffusion dynamics of protein hydration water and its dynamical coupling with protein dynamics

Hiroshi Nakagawa!, Mikio Kataoka!-? (IJapan Atomic Energy Agency, Quantum Beam Science Directorate, >Nara Institute of Science and
Technology, Graduate School of Materials Science)

Water behavior in buried hydration sites of human cellular prion protein and pathogenic mutation T188R

Katsufumi Tomobe', Eiji Yamamoto', Takuma Akimoto', Masato Yasui?, Kenji Yasuoka?® (! Graduate school of science and technology, Keio
university, “Department of Pharmacology, School of Medicine, Keio University, *Department of mechanical engineering, Keio University)
Aging of water molecules on cell membrane surfaces

Eiji Yamamoto', Takuma Akimoto!, Masato Yasui?, Kenji Yasuoka® (' Graduate School of Science and Technology, Keio University, *Department

of Pharmacology, School of Medicine, Keio University, *Department of Mechanical Engineering, Keio University)

08. NFiE1x - BI=IEHEIME / 08. Molecular genetics & Gene expression

Dynamics of transcriptional apparatus in eukaryotic gene expression

Ashwin S. S, Masaki Sasai (Department of Computational Science and Engineering, Nagoya University)

09. &4 - 51k / 09. Development & Differentation

HEERERAZRKICASh D VY M RHEIREE

Biological Soliton in eukaryotic multicellular movement

Hidekazu Kuwayama (Faculty of Life and Environmental Sciences, University of Tsukuba)

FIZUVERLEERATEESF SN ERVEPSHIEOT7 « —5—7 Y -5 HER

Feeder-free dissociated culture of iPS cells on the laminin-fixed elasticity-tunable gelatinous gels

Ayaka Utsumi!, Tatsuya Okuda?, Hiroshi Endo?, Tomo Koike?, Koji Eto?, Satoru Kidoaki? (Grad. Sch. Eng., Univ. Kyushu, 2IMCE, Univ. Kyushu,
3CiRA, Univ. Kyoto)
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2P135 YIOARBREREEBETORESZIXHZANZ ML ABE
Different responses to mechanical stimuli between mouse blastocyst and morula
Yuka Asano, Koji Matsuura, Keiji Naruse (Grad. Sch. Med. Dent. Pharm. Sci., Okayama Univ.)

10. fA / 10. Muscle

2P136 SESTD1 IZ5 6§ 3 MM E & X NV EDORER
Screening of SESTD1-binding proteins in striated muscle
Akira Hanashima', Sumiko Kimura?, Takashi Murayama' ('Dept. Pharmacol., Sch. Med., Juntendo Univ., ?Dept. Biol., Grad. Sci, Chiba Univ.)
2P137 FRILIDAZRIF BRI VINVBEORSR
Searching for connectin-like protein in acorn worm
Satoshi Nakayama', Akira Hanashima!, Kunihumi Tagawa?, Sumiko Kimura' (' Department of Biology, Graduate School of Science, Chiba
University, *Marine Biological Laboratory, Graduate School of Science, Hiroshima University)
2P138 YYXIFXOARIF ORI VINGE
Connectin-like protein of Lamprey
Mai Kanno, Yoshiharu Itoh, Akira Nishikawa, Akira Hanashima, Sumiko Kimura (Department of Biology, Guraduate School of Science, Chiba
University)
2P139 DZOARIFUoREIVINVE
Connectin-like protein of sea urchins
Tomoko Sasaki, Tetsu Matsuura, Akira Hanashima, Sumiko Kimura (Grad. Sch. Sci., Chiba Univ.)
2P140 FFBNEI2AL—2aVERAVEMORIF LV ORKRES L UEHEDEIRT
Analysis of flexibility and curvature of tropomyosin by molecular dynamics simulation
Hideo Ozawa!, Yoshihiro Ochiai?, Koji Umezawa', Shin'ichi Ishiwata', Mitsunori Takano' ('Dep. of Phys., Waseda Univ., >Sch. Mar. Sci. Tec.,
Tokai Univ.)
2P141 BB R AR SPOC DBNEIHEICET 2 ET V32— a3
Model simulation on the dynamic properties of SPOC in a striated myofibril
Koutaro Nakagome', Katsuhiko Sato?, Shin'ichi Ishiwata'-?* (' Department of Physics, Faculty of Science and Engineering, Waseda University,
2RIKEN Center for Developmental Biology, >Waseda Bioscience Research Institute in Singapore (WABIOS))
2P142 SEESAIICL 35 v bhEOEMBRAYIL O X 7 B RhiRE)FE O BZEA
High-resolution analysis of sarcomeric auto-oscillations in rat neonatal cardiomyocytes
Seine A. Shintani', Kotaro Oyama', Shin’ichi Ishiwata'-2, Norio Fukuda® ('Waseda Univ., Physics, Ishiwata Lab., *WABIOS, 3Jikei Univ., Cell
Phys.)

11. #FF—%— / 11. Molecular motor

2P143 E#RER %2 AL /- F-ATPase O —5 F&HBIIC & 3 JEEL D Giant acceleration D ERE
Giant Acceleration of diffusion in F,-ATPase
Ryunosuke Hayashi!, Shuichi Nakamura!, Seishi Kudo!, Kazuo Sasaki', Hiroyuki Noji?, Kumiko Hayashi! (\Dept. Appl. Phys., Sch. Eng., Tohoku
Univ., 2Dept. Appl. Chem., Sch. Eng., Univ. Tokyo)
2P144 ERERTOF R /ICL B E—XE#E
Transport of beads by kinesin in highly viscous environment
Naoto Sawairi', Takayuki Ariga?, Michio Tomishige?, Kumiko Hayashi! (\Dept. Appl. Phys., Sch. Eng., Tohoku Univ., >Dept. Appl. Phys., Sch.
Eng., Univ. Tokyo)
2P145 #HEMBROBRBLICETIFR I ELTIZVOROAE 5 XNEENGA
Measuring the numbers of kinesin and dynein on neuronal cargo transport by using the fluctuation theorem
Kumiko Hayashi', Yasushi Okada? (\Sch. Eng., Tohoku Univ., >QBiC, RIKEN)
2P146 Observing RecBCD Translocation along Individual Chi-Containing Gapped DNA
Cinya Chung, Hung-Wen Li (Department of Chemistry, National Taiwan University)
2P147 Dynamical energy landscape theory for the force-generation process in actomyosin motor
Qing Miao Nie'>3, Masaki Sasai', Tomoki P. Terada! ('Dept. of Comp. Sci. Eng., Nagoya Univ., *Institute for Molecular Science, *Dept.of Applied
Physics, Zhejiang Univ. of Tech.)
2P148 Y47 5XT G349 VNV BEOHES 1 F 3 7 AR
Structure and dynamics of the gliding protein Gli349 from Mycoplasma mobile
Junichi Inatomi', Yuuki Hayashi!, Munehito Arai'-> ('Dept. Life Sci., Univ. Tokyo, >PRESTO, JST)
2P149 Gene manipulation of gliding bacterium, Mycoplasma mobile
Isil Tulum, Atsuko Uenoyama, Makoto Miyata (Osaka City University)
2P150 B—WHETOTIIT53XvDBELEE
Gliding and binding of mycoplasma on uniform oligosaccharide
Taioshi Kasai, Tasuku Hamaguchi, Makoto Miyata (Grad. Sch. Sci., Univ. Osaka City)
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2P151

2P152

2P153

2P154

2P155

2P156

2P157

2P158

2P159

2P160

2P161

2P162

2P163

2P164

2P165

2P166

2P167

2P168

YAATSFXATBESIVINVERTF ORI & 2 1EERT

Structure of Proteins Involved in Mycoplasma mobile Gliding Revealed by Visualization

Yuhei Tahara', Noriyuki Kodera?, Toshio Ando?, Makoto Miyata' (Grad. Sch. Sci., Univ. Osaka City., ?Bio-AFM Frontier Research Center, Univ.
Kanazawa.)

b B Mycoplasma pneumonia DREEENTRB L BH 2 /N7 EDOFERIL

Crystallization of gliding machinery and component proteins of Mycoplasma pneumoniae

Yoshito Kawakita', Lisa Matsuo!, Tsuyoshi Kenri®, Miki Kinoshita!, Katsumi Imada?, Makoto Miyata' ('Grad. Sch. Sci., Univ. Osaka City, >Grad.
Sch. Sci., Univ. Osaka, *National Institute of Infectious Diseases)

VAT 53X7 - E—ELOBELCHIPIPHIFa1-T I AEOTOBERT

Structural analysis of tubulin homolog involved in Mycoplasma mobile gliding

Masaru Yabe, Miki Kinoshita, Makoto Miyata (Graduate school of science, Osaka city university)

Investigating stators assembly of flagellar motors in Escherichia coli

Lin Tsai-Shun, Lo Chien-Jung (National Central University Taiwan)

Tracking of bacterial flagellar motor rotation by fluorescent microscopy

Yoshiyuki Sowa'?, Yong-Suk Che! (\Dept. Frontier Bioscience, Hosei Univ., *Reserch center for Micro-Nano Tech., Hosei Univ.)

27 L PomA ERKREBEEFET 3 Na BB F X FNAEE— 7 — OEIEKA

Rotation Measurement of Na*-driven Chimeric Flagellar Motor with Tandem PomA Mutants

Yong-Suk Che!, Yoshiyuki Sowa'-? (' Dept. Frontier Bioscience, Hosei Univ., *Reserch center for Micro-Nano Tech., Hosei Univ.)

Structural study of the sheath in the magnetotactic bacterium MO-1 by electron cryomicroscopy

Juanfang Ruan', Takayuki Kato'!, Claire-Lise Santini?, Long-Fei Wu?, Keiichi Namba'-* (\Grad. Sch. Frontier Biosci., Osaka Univ., *Lab. Chimie
Bacterienne, Universite de la Mediterranee Aix-Marseille II, CNRS, France, 3QBiC, RIKEN)

HENAEERBAHPOZ A v FEBE FIiG OUEL 5 VICEMOEE

Identification of the location of the switch protein FliG in the flagella basal body

Tomoko Miyata!, Takayuki Kato', Yusuke V Morimoto!, Akihiro Kawamoto!, Hideyuki Matsunami?, Keiichi Namba!? ('Grad. Sch. Frontier
Biosci., Osaka Univ., > QBiC, RIKEN, *Trans-Membrane Trafficking Unit, OIST)

Torque-speed relationship of the flagellar motor consisting of two distinct stators

Naoya Terahara!, Yukina Noguchi?, Shuichi Nakamura!, Nobunori Kami-ike', Tohru Minamino!, Masahiro Ito?, Keiichi Namba! (! Graduate
School of Frontier Biosciences, Osaka University, >Graduate School of Lifescience, Toyo University)

AIBFATYI T ORFREED 1 5FEHE

Single-Molecular Measurement of a Synthetic Molecular Bearing

Tomohio Ikeda', Takahiro Tsukahara!, Masayuki Takeuchi?, Ryota Iino'?, Hiroyuki Noji'*? (' Department of Applied Chemistry, the University of
Tokyo, 2National Institute for Materials Science, *JST-CREST)

F,-ATPase O FAGE B OERMAZH R OHFAMBEIELTRADRE

Theoretical studies on ATP hydrolysis in F,-ATPase and a rationally designed enzymatic reaction in its variants

Shiho Noguchi, Shigehiko Hayashi (Grad. Sch. Sci., Univ. Kyoto)

ATP EHEROERL

Crystallization of ATPsynthase

Yasuo Shirakihara!, Hiromi Tanikawa', Satoshi Murakami? (' National Institute of Genetics, *Tokyo Institute of Technology)

AIEE RTP %A\ /- F-ATPase O EIERAEREE O FH

Base moiety of ATP is dispensable for driving the rotation of F,-ATPase

Ayako Yukawa', Ryu Iwatate?, Rikiya Watanabe', Mako Kamiya?, Yasuteru Urano?, Hiroyuki Noji! ('Grad. Sch. Eng., Univ. Tokyo., *Grad. Sch.
Med., Univ. Tokyo.)

DNA ZEIGFICHOHREHES FE— 2 —DRIE

Creation of a hybrid F, motor with DNA as the rotor

Kosuke Iwamoto!, Ryota lino!, Risa Yamauchi!, Takayuki Uchihashi?, Hiroyuki Noji' (!Grad. Sch. Eng., Univ. Tokyo, >Col. Sci. and Eng., Univ.
Kanazawa)

F,-ATPase K1 DELSEED-loop ® hJV 7 {RiE##E D #ZEA

Elucidation of torque-transmission mechanism of DELSEED-loop in F;-ATPase

Kazuma Koyasu', Mizue Tanigawara?, Rikiya Watanabe', Hiroyuki Noji' (!Dept. Applied Chem., Grad. Sch. Eng., Univ. Tokyo, *Grad. Sch.
Frontier Biosci., Osaka Univ.)

BEEE A X—Y Y JIZ& B F1-ATPase DEREY 71 = v FORBEZELEHA

Direct observation of domain motion of the catalytic p subunit of F1-ATPase using high-speed orientational imaging

Sawako Enoki, Ryota lino, Hiroyuki Noji (Grad. Eng., Univ. Tokyo)

#R—F v FEZRAWVEFF O—%FEEREE

Single molecule observation of F F,-ATP synthase in the supported lipid membrane

Yoshiki Moriizumi, Rikiya Watanabe, Kazuhito V. Tabata, Hiroyuki Noji (Dep. Appl. Chem., Grad. Sch. Eng., Univ. Tokyo.)

Basic properties of rotary dynamics of Enterococcus hirae V1-ATPAse motor protein

Yoshihiro Minagawa!, Hiroshi Ueno?, Yoshiko Ishizuka-Katsura*, Noboru Ohsawa*, Takaho Terada*, Mikako Shirouzu*, Shigeyuki Yokoyama®,
Hiroyuki Noji!, Takeshi Murata®, Ryota Iino! ('Dept. of App. Chem., Grad. Sch. of Eng., Univ. Tokyo, *Dept. of Phys., Fac. of Sci. and Eng., Univ.
Cyuo, 3Dept. of Chem., Grad. Sch. of Sci., Univ. Chiba, *RIKEN, SSBC)
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13FEARRICLZEOELRE FOS - oA ENVO— AMMKSBRIGHREREDHHA

Single-molecule imaging analysis of cellobiohydrolase hydrolyzing crystalline cellulose

Yusuke Shibafuji', Akihiko Nakamura?, Naohisa Sugimoto?, Kiyohiko Igarashi?, Shingo Fukuda®, Hiroki Watanabe?, Takayuki Uchihashi?,
Hiroyuki Noji!, Ryota Iino' ('Dept. Appl. Chem. Univ. Tokyo, *Dept. Bio. Sci. Univ. Tokyo, 3Dept. Phys. Kanazawa Univ)

BRFET TOF XY EBOEHOSIE I FERR

High temporal resolution observation of the stepping motion of kinesin-1 under load

Issui Akishika', Ryota Iino?, Hiroyuki Noji2, Michio Tomishige' ('Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo, *Dept. Appl. Chem., Grad. Sch.
Eng., Univ. Tokyo)

JANTZ7 4 ORI 7 ERAWEF XDV 1 OZRSTHEBRBOMR

Strain-dependent regulation of the kinesin-1’s catalytic activity as studied by disulfide-crosslinking of the neck linker

Yamato Niitani', Erik Jonsson?, Ronald D.Vale?, Michio Tomishige' ('Dept. Appl. Phys., Grad. Sch. Eng., Univ. Tokyo, *Dept. CMP, Univ.
California)

SDSL-ESR IC& WIgH L 2F 222 a1 AU Y T ADRX I LA F FREHLEBHOEEE 2O

Nucleotide-dependent Displacement and Dynamics of a-1 Helix in Motor Protein Kinesin As Revealed by Site Directed Spin Labeling ESR
Satoshi Yasuda!, Takanori Yanagi', Masafumi Yamada?, Shinsaku Maruta?, Toshiaki Arata' ('Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., *Soka
Univ.)

W/INEETO KIFIA OEROBEEICEITZEICHEL = C KDEE

The role of negatively-charged C-terminus of tubulin in selective binding of KIF1A on microtubule

Yukinobu Mizuhara, Jun Ohnuki, Koji Umezawa, Mitsunori Takano (Dept. of Phys. & Appl. Phys, Grad. Sch. of Adv. Sci. & Eng. Waseda Univ.)
74870y 7R3FERAVERRTRF XDV Eg5 OXERIHEHEEHN

Photo regulted inhibitor composed of photochromic molecules for mitotic kinesin Eg5

Kanako Tohyama', Kumiko Ishikawa?, Shinsaku Maruta'? (' Div. Bioinfo., Grad. sch. Eng., Univ. Soka, *Dep. Bioinfo., Fac. Eng., Univ. Soka)
FRAEF RV ESs DBEEEN-T LEADO 7+ b/ O3 v 73 FEA EXFHIH

Incorporation of photochromic molecule into the functional loop L5 of mitotic kinesin EgS and its photo regulation

Kumiko Ishikawa!, Yuki Tamura?, Shinsaku Maruta! (\Div. of Bioinfo., Grad. Sch. of Eng., Soka Univ., 2Dep. of Bioinfo., Fac. of Eng., Soka Univ.)

12. #HRREYRVFRTE / 12. Cell biology

EFENBEWFE L3370y MERAOHZAE

Mechanical measurements of confluent cells with an atomic force microscope

Yuki Ochi, Masahiro Tsuchiya, Yuki Saito, Takaharu Okajima (Grad. Sch. Info. Sci. & Tech., Hokkaido Univ.)
JIULYDOX270F =71 —-TRABROHELTTELHRRBOEMEEFE > TIREBTES

Metachronal wave travels not only in outer viscous fluid but also on elastic cell surface of Paramecium cells

Naoki Narematsu, Yoshiaki Iwadate (Fac. Sci., Yamaguchi Univ.)

HMREAANFZ(CEOZREFY— : RFENBEMEANE

Spatial heterogeneity of cell-to-cell mechanical variability measured by atomic force microscopy

Ryosuke Takahashi, Kaori Kuribayashi-Shigetomi, Takaharu Okajima (Grad. Sch. Info. Sci. & Tech., Hokkaido. Univ.)

AFM % RV 75802088 (C & 2 MR & 1 0 A

Evaluation of cell adhesion force by mechanical detachment using AFM

Mari Mishima', Ryuzo Kawamura?, Tomoko Okada?, Chikashi Nakamura'? (\Dept. Biotechnol. Life Sci., TUAT, *Biomedical Research Institute,
AIST)

HERAOHEREICHT 25 FREAEVHR

Molecular crowding effects on intracellular mechanical environments

Kenji Nishizawa!, Kei Fujiwara?, Miho Yanagisawa!, Daisuke Mizuno! ('Department of physics, Kyushu University, 2Department of
Bioengineering and Robotics, Tohoku University)

Molecular configurations of purified radial spoke of Chlamydomonas flagella

Hitoshi Sakakibara, Yosuke Shimizu, Hiroaki Kojima (Bio ICT, KARC, Nat. Inst. Info. Commn. Tech)
RUHENG—ZTFWETORNBEEXH /27 RCRSNBDPAMRBOBEERS v F 2 TEE

Adhesion switching of tumor cells in shear-flow-induced mechanotaxis on wave-like elastically-patterned gels

Yuki Kubota!, Tatsuya Okuda?, Satoru Kidoaki? (\Grad. Sch. Eng., Univ. Kyushu, >IMCE, Univ. Kyushu)

ERAERIZE T B/ 7Y 7O Twitching BN Iab—-2ary

Simulation study of the twitching motility of bacterium in viscous fluid

Ryota Morikawa, Masatada Tamakoshi, Takeshi Miyakawa, Masako Takasu (School of Life Sciences, Tokyo University of Pharmacy and Life
Sciences)

AEHEBEY7ONG—Z VTP VERVWEBERBREROSME7 A ML —2 3 OFEF & FE

Characterization of frustrated differentiation of mesenchymal stem cells cultured on large-scale microelastically-patterned gels
Kosuke Hamano', Tatsuya Okuda?, Satoru Kidoaki? ('Grad. Sci. Eng., Univ. Kyushu, 2IMCE, Univ. Kyushu)
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13 FEENEICL WVEAS B ICEh - MERDOHAIICH T 3 Dystroglycan DK DEEHEADY) 7 )v— b

Dystroglycan recruitment to forming focal adhesions during cell spreading as observed by single-molecule tracking

Akihiro Shibata', Masahiro Makuta?, Limin Chen?, Yuuri Nemoto?, Yuki Shirai, Hisae Tsuboi?, Nao Hiramoto?, Takaaki Tsunoyama?, Takahiro
Fujiwara?, Akihiro Kusumi'-? (! Institute for Frontier Medical Sciences, Kyoto University, *Institute for Integrated Cell-Material Sciences (WPI-
iCeMS), Kyoto University)

HEFROZIRTEDNOEBEREDZE

Effects of variation in medium temperature on two-dimensional motion of attached diatom

Yu Imamura', Shunichiro Hori!, Tomohiro Ohno!, Shigeki Mayama?, Kazuo Umemura! (!Dept.Sci.univ of science. Tokyo, *Faculty of
Education, Tokyo Gakugei University)

o074 YYDHFIPAVFITICRIZTRE

Effects of cyclophilin D on mitochondria

Daisuke Shinohe, Asuka Kobayashi, Hitomi Nakazato, Akiko Nagai, Yoshihiro Ohta (Tokyo Univ. of Agric. and Tech)
HIRAHBICE T3 IRV F—KEOE=-2Y T

Monitoring of energy state of cells during cell division

Kotoe Hirusaki, Yoshihiro Ohta (Tokyo University of Agriculture and Technology)

HARRMERSE  (Dictyostelium discoideum Ax-2) DIFTEIZEH I3 I RNF—2H < 3 MAANERE

Intracellular conflict on energy in the growing cellular slime mold, Dictyostelium discoideum Ax-2

Yatsuhisa Nagano (Res. Ctr. Structural Thernodyn., Grad. Sch. Sci., Osaka Univ.)

ES #ilRO L MR IC & 1T 5 IKEEB

Transitions among cell states in the early stage of differentiation from embryonic stem cells

Koh Makishi, Tomoki P. Terada, Masaki Sasai (Dept. of Comp. Sci. Eng., Univ. of Nagoya)

BEX{tXBREOMRMEZL,. HRIROBR

Morphological change and cell division of Giant E.coli

Takao Sogo', Kazuhito Tabata'-2, Hiroyuki Noji' (Dept. Applied Chem., Sch. Eng., Univ. Tokyo, >PREST, JST)

HWENAEZ N7 EHEERED in vitro BB ROHBE

Construction of an in vitro assay system for the bacterial flagellar protein export

Hiroyuki Terashima', Tohru Minamino?, Katsumi Imada' (' Dep. Macromol. Sci., Grad. Sch. Sci., Osaka Univ., *Grad. Sch. Fron. Biosci., Osaka
Univ.)

T FEVVRGBENAEE— 2 —BARHAZ AV EXBEEECELSE OSERES AR A

Response of flagellar motor rotation to photoreleased serine from caged-compound in an E. coli cell

Takashi Sagawa!, Hajime Fukuoka'2, Yuichi Inoue'?, Hiroto Takahashi?, Akihiko Ishijima'? (\Grad. Sch. Life Sci., Tohoku Univ., 2IMRAM,
Tohoku Univ.)

MSUVIILERDASEHINERTEANAEE—F—EENY 21— NUN—-2 2 FOEEREN & EEFE

Structural stability and rotational characteristics of the flagellar motor of Salmonella MS-ring mutant and its psuedo-revertants

Shun Taga!, Akira Asaumi', Shuichi Nakamura!, Fumio Hayashi?, Kenji Oosawa?, Seishi Kudo' (\Grad. Sch. Eng., Univ. Tohoku, *Grad. Sch. Eng,
Univ. Gunma)

BEFBRWEICL 5 £ FEILFEMBROTHEDHERN

Structural analysis of primary cilia in human follicle dermal papilla cells by electron microscopy

Misaki Tanaka', Kazuyuki Matsushima?, Kuniyoshi Kaseda?, Takuo Yasunaga' (Kyushu Institute of Technology, *Saravio Cosmetics Ltd.)
HETEIX MEAL ST« TEHEE

Simple and cost-effective method for correlative microscopy

Teruyo Minamiyashiki, Miharu Nagaishi, Hiryouki Nakagawa (Department of Earth System Science, Faculty of Science, Fukuoka University)
BERBEXAT—JETOWMEILY bOKL -2 3 ViE

Electroporation of adherent cells with low sample volumes on a microscope stage

Harunobu Tsugiyama!, Chika Okimura!, Takafumi Mizuno?, Yoshiaki Iwadate' (\Department of Functional Molecular Biology, Graduate School
of Medicine, Yamaguchi University, >Biomedical Research Institute, National Institute of Advanced Industrial Science and Technology (AIST))
- o MRMEMERICE I3V TR ZAPOES

A neuropeptide substance P is involved in nerve-pancreatic islet a cell interaction

Tadahide Furuno, Mami Nakamura, Yoshikazu Inoh, Mamoru Nakanishi (Sch. Pharm., Aichi Gakuin Univ.)

RhoGAP proteins RGA-3/4 mediate spatial negative feedback of the actomyosin in C. elegans embryos

Masashi Fujita, Shuichi Onami (RIKEN Quantitative Biology Center)

7IL MLV -FREBNICLZIARBEBHBONINY ) LA X VEEOMERBER

Individual Analysis of Changes in Calcium Concentration Induced by Femtosecond Laser Impulse in Single Fission Yeast Cells

Akinori Shigemasa!, Yoshitaka Nakayama?, Takanori lino', Hidetoshi lida?, Yoichiroh Hosokawa' (!Nara Institute of Science and Technology.,
Materials Science, >*Univ. Tokyo gakugei., Natural Science)

EUESREREEREZLEOSLTVBR 1 RBYT /) I ERAROHIERN

Functional analysis of type 1 ryanodine receptor carrying malignant hyperthermia associated mutations

Toshiko Yamazawa', Takashi Murayama?, Hedeto Oyamada®, Junji Suzuki*, Kazunori Kanemaru®, Nagomi Kurebayashi?, Masamitsu Iino®,
Shigeru Takemori! (\Dept Mol. Physiol., Jikei Univ. Sch. Med., *Dept. Pharmacol., Juntendo Univ. Sch. Med., *Dept. Pharmacol., Sch. Med., Showa
Univ., *Dept. Pharmacol., Grad. Sch. Med., The Univ. Tokyo)
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2P202

2P203

2P204

Number and Brightness ;EIC & 2 7)) F 24 FEZEREZEHOEMBRAZERE 51 T

In vivo spatio-temporal distribution analysis of dimeric glucocorticoid receptor using Number and Brightness

Hideto Ishikawa', Johtaro Yamamoto?, Masataka Kinjo? ('Grad. Life Sci., Hokkaido Univ., *Fuc. Adv. Life Sci., Hokkaido Univ.)

GPI7 v h—Ba NI BRIHEMRBROLMEENTEERTH Y TIHBT 3 - BE&E 1 #XES FERIC L SR
GPI-anchored proteins undergo rapid hop diffusion within the diffusion barrier in the neuronal plasma membrane

Manami Miyahara', Chieko Nakada®, Takahiro Fujiwara', Toshiki Matsui?, Hiroko Hijikata!, Hiroo Iwata?, Ziya Kalay', Akihiro Kusumi'?
(Mnstitute for Integrated Cell-Material Sciences (WPI-iCeMS), Kyoto University, *Institute for Frontier Medical Sciences, Kyoto University,
3Instruments Company, Nikon Corporation)

GEMBROS JFNT ET7 2 —5F LAT OB ZEEHIEEE © 1 5 F8IC L 25880

Adaptor transmembrane protein LAT in immune signaling works in vesicles recruited to the plasma membrane: a single-molecule tracking
study

Koichiro M. Hirosawa', Kenta J. Yoshida!, Ankita Chadda', Kenichi G. N. Suzuki', Akihiro Kusumi'? (\Institute for Integrated Cell-Material
Sciences (WPI-iCeMS), *Inst. Frontier Medical Sciences, Kyoto Univ., 3National Centre for Biological Science (NCBS)/Institute for Stem Cell
Biology and Regenerative Medicine (inStem))

13A. A& - AT : #83& - #1% / 13A. Biological & Artifical membrane: Structure & Property

2P205

2P206

2P208

2P209

2P210

2P211

2P212

2P213

2P214

2P215

2P216

2P217

Main phase transition of asymmetric lipid bilayers

Antti Lamberg, Takashi Taniguchi (Department of Chemical Engineering, Kyoto University)

UVEEE/ALZATO-IRICET 3 Lo HEBORILKRHREKEFE

Effect of the phospholipid chain length on the cholesterol-induced liquid ordered phase formation

Tsubasa Miyoshi, Hiroshi Kitajima, Daichi Yokoi, Satoru Kato (Grad. Sch. Sci & Tech.,Univ. Kwansei Gakuin)
TAIONE—LETNVEREICE T SBE F X 1 2 OZEREAHIE

Geometrical separation of lipid domains in a micro-patterned model membrane

Fumiko Okada', Kenichi Morigaki'? ('Grad. Sch. Agri., Univ. Kobe, *Res. Cen. Env Gen., Kobe)

FRRICIEA LS 7 b7 257 EV OBEEAHEE CERNED NMR & QCM (I & 3 #217F

Structure and affinity analysis of bovine lactoferrampin bound to a neutral model membrane as studied by solid state NMR and QCM
Masayoshi Imachi', Javkhlantugs Namsrai!, Atsushi Kira?, Atsushi Tutsumi!, Izuru Kawamura', Akira Naito! (' Graduate School of Engineering,
Yokohama National University, >Reasearch and Development Division, ULVAC Inc)

BEEXRICIVASHICENZY TFNAROFRRTZ7FINAY R FORE Y - FIgiE

Staggered structure of phosphatidylcholine molecules in subgel phase revealed by high-pressure fluorometry

Masaki Goto, Nobutake Tamai, Hitoshi Matsuki (Tokushima Univ.)

JINWI MMWVERZ 7 FINAY 2R FROBHOBEHICRIETATO-VHR

Effects of sterols on thermotropic phase behavior of dipalmitoylphosphatidylcholine bilayer

Nobutake Tamai, Sanae Inazawa, Daiki Fujiwara, Masaki Goto, Hitoshi Matsuki (Department of Life System, Institute of Technology and Science,
The University of Tokushima)

JIW=T3LEA ZVINVBDETNWARTF NICL B ) K — AOERFZREMH

Anti-aggregation Effects on Liposomes during Desiccation by Model Peptides of Group-3 LEA Proteins

Takao Furuki, Takahiro Watanabe, Minoru Sakurai (Center for biological resources and informatics, Tokyo Institute of Technology)

13B. £1Ff& - ATHE : 41473 7 X / 13B. Biological & Artifical membrane: Dynamics

BE—RREES K004 a5 5 ZBMBEHTTORRE

Scanning ion conductance microscopy for measuring single cell membrane fluctuations

Zen Ishikura', Yusuke Mizutani?, Kaori Kuribayashi-Shigetomi', Yuuki Fujii', Choi Myung-Hoon?, Cho Sang-Joon?, Takaharu Okajima'
(Graduate School of Information Science and Technology, Hokkaido University, 2Park Systems Inc., 3Seoul National University)
FHEEMEZRAVAEEXHREREND 7 VERAEORRE

Development of a new method for preparation of giant plasma membrane vesicles using surfactants

Hiroaki Inuma!, Yuta Minami', Toshihiko Sakurai?, Takashi Okuno® (! Graduate School of Science and Engineering, Yamagata University,
2Depertment of Chemistry and Biotechnology, Graduate School of Engineering, Tottori University, >Depertment of Science, Yamagata University)
WY —7778 M2 N7 BSP-BICEDY) VIREBROWBEE (L

Morphology Changes in Phospholipid Monolayers Induced by Lung Surfactant Protein SP-B

Masahiro Hibino!, Hayato Suzuki?, Takahiro Suzuki? (' Div. Appl. Sci., Muroran Inst. Tech.,*Dept. Appl. Sci., Muroran Inst. Tech.)
FHERRUVEMRKE )V F—LRVF /DD EL1VPDP pH=-7-13DH L TR TREREDE HF

Loose and Saturated Adsorption Reaction Dynamics of Lysozyme and Nanosilica/-diamond at pH=7-13

Victor Wei-Keh Chao'? (' Department of Chemical and Materials Engineering, National Kaohsiung University of Applied Sciences, *Victor Basic
Research Laboratory e. V.)

AIYOMRREA  £#ilaE GUV DEXMSE

How to send artifacts into the living cell inside? -Investigating GUV-Cell electro fusion method

Akira C. Saito!, Toshihiko Ogura?, Shinichiro M. Nomura' (! Department of Bioengi. and Robo. Tohoku Univ., >Depart. of Develo. of Neurobiolo.
(IDAC). Tohoku. Univ.)
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2P218

FHRICERE TEVWVAEMERFOATHMBEOEE L B#f
Generation of artificial cells that mimic living cells
Kei Fujiwara', Kenji Nishizawa?, Miho Yanagisawa?, Shin-ichiro M. Nomura!, Daisuke Mizuno? (! Tohoku university, Department of

Bioengineering and Robotics, >Kyushu university, Department of Physics)

13C. £14fE- ATf&E: BEE - F v > xJL / 13C. Biological & Artifical membrane: Excitation & Channels

2P219

2P220

2P221

2P222

2P223

2P224

2P225

2P226

2P227

2P228

2P229

2P230

TRAMBEMHEIC L ZEMEFEETO M F v RVADFEEEEDRE

Effects of the unsaturated fatty acids on the voltage-gated proton channel

Akira Kawanabe, Yasushi Okamura (Grad. Sch. Med., Osaka Univ.)

Conformational Transitions in Voltage Sensor Domains

Morten Bertz, Kazuhiko Kinosita (Waseda University, Dpt. of Science & Engineering)

BICHFELAEBERERETOT I/ KIFEREEAY v 7 AOEIED KesA HU TLF ¥ RIVORIKEERELT S
Rolling of N-terminal amphipathic helix on the anionic inner membrane leaflet stabilizes the open state of the KcsA potassium channel
Masayuki Iwamoto, Shigetoshi Oiki (Dept. Mol. Physiol. Biophys., Univ. Fukui Fac. Med. Sci.)

K'F + RIVOPLERRAOKOER IZFEHHEERZIEET S

The oriented water in the central cavity of the K* channel enhances the electrostatic attraction

Takashi Sumikama', Shinji Saito?, Shigetoshi Oiki'! (! University of Fukui, *Institute for Molecular Science)

13E. £180& - ATJE : 153R{=Z / 13E. Biological & Artifical membrane: Signal transduction

Development of a reconstituted system for localized phosphatidylinositols signaling on lipid membrane

Kei Takahashi!, Nao Shimada', Akihiko Nakajima', Satoshi Sawai'>3, Taro Toyota'? (!Grad. Sch. Arts Sci.,Univ. Tokyo, *Res. Center as Complex
Sys. Bio., Univ. Tokyo, 3PRESTO, Japan Science and Technology Agency)

A Multiscale Kinetic Scheme Extracted from EGFR-Grb2 Single Molecule Reaction

Tahmina Sultana!, Hiroaki Takagi?, Miki Morimatsu?, Hiroshi Teramoto!, Chun-Biu Li', Yasushi Sako*, Tamiki Komatsuzaki' ('Molecule and
Life Nonlinear Sciences Laboratory, Research Institute for Electronic Science, Hokkaido University, *Department of Physics, Nara Medical
University, *WPI-IFReC, Osaka University, *Cellular Informatics Laboratory, RIKEN, Wako)

14. {t=528 / 14. Chemoreception

MR I OFERZRMA TAS2R1 & & U TAS2R4 DHEER S 51K

Functional diversity of bitter taste receptors TAS2R1 and TAS2R4 in New World monkeys

Kei Tsutsui!, Masahiro Otoh?, Kodama Sakurai?, Nami Suzuki-Hashido', Takashi Hayakawa', Filippo Aureli®, Colleen M. FedSchaffner*, Linda M.
Fedigan®, Shoji Kawamura?, Hiroo Imai! (\Pri. Res. Inst., Kyoto Univ., *Grad. Sch. Front. Sci., Univ. Tokyo, *Res. Cent. Evol. Anthropol.
Palaeoecol., Liverpool John Moores Univ., *Inst. Neuroetologia, Univ. Veracruzana, >Dept. Anthropol., Univ. Calgary)

AL SRADRKRKFES CIEEREKRFNE

Urea taxis of Vibrio cholerae and its temperature dependence

So-ichiro Nishiyama!, Kouta Suzuki', Daisuke Suzuki?, Ikuro Kawagishi' (\Dept. Frontier Biosci., Hosei Univ., *Div. Biol. Sci., Grad. Sch. Sci.,
Nagoya Univ.)

BEICLZALIEEMEZEAGFEO T ORRHHNEEOREIR

Temperature control of chemoreceptor expression in Vibrio cholerae

Shiori Onogi!, Noriaki Sagoshi!, Daisuke Suzuki?, So-ichiro Nishiyama3, Ikuro Kawagishi'3 (\Frontier Biosci., Grad. Sci Eng., Hosei Univ.,

2Grad. B. Engr., Nagoya Univ., *Dept. Frontier Biosci., Fac. Biosci. Appl. Chem., Hosei Univ.)

15. ##2 - BE / 15. Neuroscience & Sensory systems

FYAVIF X7 ORREPRIRICE T 5 B RIRE)EE O RGRIER R

Long-range temporal correlations of oscillatory activities in the olfactory center in the land slug

Yuichi Tanaka', Tamon Eto', Shouhei Haga!, Minoru Saito?, Yoshimasa Komatsuzaki' (' Nikon University, CST, *Nihon University, CHS)
FrAVIF XV VRBERRICE T IFEEGEEH NN - OEEUA X -T2 T

Fluorescent Voltage Imaging of Spatiotemporal Activity Patterns in the Olfactory Center of the Land Slug

Tomoya Shimokawa', Kouhei Ishida', Yuuta Hamasaki'!, Yoshimasa Komatsuzaki?, Minoru Saito! (! Graduate School of Integrated Basic Sciences,
Nihon University, College of Science and Technology, Nihon University)
A-Oy/NE/TI7HAORBHBERICE T 3MBFHOBRBRLA X -T2 T (1)

Fluorescent Voltage Imaging of the Neural Activity in the Central Nervous System of the Pond Snail (II)

Yuuki Aikawa', Shogo Nakada', Makoto Hosoi!, Yoshimasa Komatsuzaki?, Minoru Saito! (' Graduate School of Integrated Basic Sciences, Nihon

University, *College of Science and Technology, Nihon University)
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16. #IREER - BOIEEHRUIE / 16. Neuronal Circuit & Information processing

YI)RABBATARAICRShZREEER/NZ -V ICHT 5WBINEORE

An analysis method for spatiotemporal activity patterns in mouse hippocampal slices

Shodai Izumi', Yuuta Hamasaki?, Hiromi Osanai', Minoru Saito'? (' College of Humanities and Sciences, Nihon University, *Graduate School of
Integrated Basic Sciences, Nihon University)

TIRBEXTA AN CAl FBEHICHE I 34 LRBERFH/ NI - OL -V -—HESIx=-20 5 1)

Laser confocal imaging of various spatiotemporal activity patterns in the CA1 region of mouse hippocampal slices (II)

Mai Ichikawa?, Hiromi Osanai', Yuuta Hamasaki?, Minoru Saito'? (! College of Humanities and Sciences, Nihon University, >Graduate School of
Integrated Basic Sciences, Nihon University)

BRI D GABA fEHEME LT L 2 U HEOHENBSICOVT

Functional connection between GABAergic neurons in the preoptic area and orexinergic neurons in the hypothalamus

Natsuko Kanda (Tsujino)', Yuki Saito?, Manabu Abe?, Kenji Sakimura’, Masashi Yanagisawa'*, Takeshi Sakurai'-? ('IIIS, Univ. Tsukuba, *Mol.
Neurosci. Physiol., Kanazawa Univ., *Cellular Neurobiol., Niigata Univ., *UTSW/HHMI)

BFHR/ VT RLFIZ2-OYAOFLFD 2 HZBREENL = GABA (EBIEDIFIEAT

GABAergic inhibition of noradrenergic neurons through orexin type 2 receptors

Junya Fukuoka', Takeshi Kanda!, Daiki Nakatsuka', Masashi Yanagisawa'-? ('I1IS, Univ. Tsukuba, >UTSW/HHMTI)

17. T8 / 17. Behavior

T7IVORBICHTIESEIH

Emergence of symbol in ant navigatioin

Yukio Gunji', Tomoko Sakiyama' (Kobe University, *University of West England)

HhOHEEROSHEL SAECHBELEBEY S

Rethinking about the concept of self-organization from the perspective of the interaction multiplicity in collective behavior

Takayuki Niizato (Tsukuba University)

BEME Flavobacterium johnsoniae DEREIEE

Cell surface structure of the gliding bacterium Flavobacterium johnsoniae

Satoshi Shibata', Keiko Sato!, Yuka Narita!, Daisuke Nakane?, Koji Nakayama! ('Div.Microbiol./Oral infec., Grad. Sch. Bio/Med Sci., Nagasaki
Univ., 2Dept. Phys.,Fac. Sci., Gakushuin Univ.)

Flavobacterium johnsoniae \e&\t 2 AO=Z—X 7Ly T4 5779 82—

Factors influencing colony spreading in Flavobacterium johnsoniae

Yuka Narita', Keiko Sato!, Satoshi Shibata', Daisuke Nakane?, Koji Nakayama! ('Dept. Mol. Microbiol. Immunol., Grad. Sch. Biomedical Sci.,
Nagasaki Univ., 2Dept.Physics., Gakushuin Univ.)

18A. t4£EH : e - }=ZA / 18A. Photobiology: Vision & Photoreception

BHIXNF-HELIZNOORT S OREBE 1+ 8% X H = X LORIF

Study of the mechanism of the light-driven ion transport in halorhodopsin based on the free energy calculations

Hiroyuki Tamura!, Shuntaro Chiba!, Tadaomi Furuta!, Shun Sakuraba?, Nobuyuki Matsubayashi?, Minoru Sakurai'! (!Tokyo Tech., *Kyoto Univ.)
Aureochrome-1 D& F X 1 2 DEEEERRIR

Functional analyses of each domain in Aureochrome-1

Yoichi Nakatani', Ken Takeuchi', Yosuke Izawa', Fumio Takahashi?>, Hironao Kataoka*, Osamu Hisatomi' ('Grad. Sch. Sci., Osaka Univ., *Grad.
Sch. Life Sci., Ritsumeikan Univ., 3PRESTO, JST., *Botanical Gardens, Tohoku Univ.)

Ab initio EFREBHEICH T 3 FBAZBEAREOE O DNA BERIEOERHA

Theoretical Study of DNA Repair Mechanism of Blue Light Photoreceptors by Ab initio Electronic Structure Calculation

Ryuma Sato', Tsutomu Kawatsu®?, Takahisa Yamato! (\Dept. of Phys., Grad. Sch. Sci., Univ. Nagoya, *CMSI, 3Coll. Sci. Engn., Univ. Kanazawa)
In-situ XRHEFRNMRIZE B/ F VA0 KT DIN ERADOKPREGOHIRE & /3 BREEX L DR

Trap of photo-intermediate and structural change of bacteriorhodopsin D96N mutant as revealed by in situ photoirradiation solid-state
NMR

Akira Naito!, Ryouta Miyasa!, Arisu Shigeta!, Izuru Kawamura', Satoru Tuzi?, Kyosuke Oshima! (! Yokohama National University Graduate
School of Engineering, *University of Hyogo, Graduate School of Science)

In situ FEEREFEA NMR (2 & 3 13-cis, 15-syn N7 T U A O KT L o ORBEBIRICEH T 3 BAABEXLORBIF

Structural changes in the photo excited process in 13-cis, 15-syn retinal of Bacteriorhodopsin studied by in situ photoirradiation SS-NMR
Arisu Shigeta!, Ryota Miyasa!, Miyako Horigome!, Izuru Kawamura!, Takashi Okitsu?, Akimori Wada?, Satoru Tuzi?, Akira Naito' (\Grad. Sch.
Eng., Yokohama Natl. Univ., 2Kobe Pharm. Univ., 3Univ. Hyogo)

REBHE CIR T 775F=2Z/00 K72 20O CHgH - BUAZBIE DR

Analysis of CI release and uptake steps of light-driven CI' pump Natronomonas pharaonis halorhodopsin

Takashi Kikukawa!, Chikara Kusakabe!, Asami Kokubo!, Takashi Tsukamoto'?, Masakatsu Kamiya!, Tomoyasu Aizawa', Kunio Ihara’, Naoki
Kamo', Makoto Demura' (\Grad. Sch. Life. Sci., Hokkaido Univ., *Grad. Sch. Sci., Nagoya Univ., *CGR, Nagoya Univ.)
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REHR CIRYT 77734=2Z2/00K72 /IZE 3 Thr218 DRE!

Role of Thr218 in light-driven Cl pump mechanism of Natronomonas pharaonis halorhodopsin

Kousuke Shibasaki, Hiroaki Shigemura, Takashi Kikukawa, Masakatsu Kamiya, Tomoyasu Aizawa, Naoki Kamo, Makoto Demura (Grad. Sch.
Life. Sci., Hokkaido Univ.)

74T SIYTARTL V1 OREERRE

Photochemical reaction in Acetabularia rhodopsin I

Jun Tamogami', Takashi Kikukawa?, Kazumi Shimono!**°, Tomomi Kimura-Someya*®, Mikako Shirouzu*>, Shigeyuki Yokoyama*®, Naoki
Kamo'? (' College Pharm. Sci., Matsuyama Univ., *Fac. Adv. Life Sci., Hokkaido Univ., *Fac. Pharm. Sci., Toho Univ., *RIKEN SSBC, >RIKEN
Center for Life Science Technologies, °RIKEN Structural Biology Laboratory)

in situ ERHEEA NMR (C X 3 HZHES /57 8 ppR/ipHtr1l DHEIREBIZICH 1T B transducer ¥ /N7 BEBEFHOBEELD
A

Photoactivated conformational changes of photoreceptor membrane protein ppR/pHtrll observed by in situ photo irradiation solid-state
NMR

Yoshiteru Makino!, Yuya Tomonaga', Yusuke Shibafuji', Tetsurou Hidaka', Izuru Kawamura', Takashi Okitsu?, Akimori Wada?, Yuki Sudo’,
Naoki Kamo*, Akira Naito! ('Grad. Sch. Eng, Yokohama Natl Univ., >’Kobe Pharm. Univ., 3Grad. Sch. Sci, Nagoya Univ., *Grad. Sch. Life Sci,
Hokkaido Univ.)

Rhodobacter capsulatus B3R Photoactive Yellow Protein @18 E {FF 881 ) #ZEA

Analysis of interaction sites on the Photoactive Yellow Protein of Rhodobacter capsulatus

Yoichi Yamazaki, Mayu Shimada, Hironari Kamikubo, Mikio Kataoka (Graduate School of Materials science, Nara Institute of Science and
Technology)

Rhodobacter capsulatus E13k Photoactive Yellow Protein @ X #R#% SR8 :E A7 T

X-ray crystal structure analysis of the Photoactive Yellow Protein of Rhodobacter capsulatus

Hiroshi Matsumoto, Yoichi Yamazaki, Hironari Kamikubo, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
ZHEEOPYPZEZRAWEF X T 2N BEOHREKOEFIKEORR

Analysis of Equilibrium of intermediate states of PYP by use of chimera proteins

Yoshiaki Matsumoto, Youichi Yamazaki, Hironari Kamikubo, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)
PYP-Phytochrome Related Protein @ X #B®aELIC & 2R

X-ray Solution Scattering Studies of PYP-Phytochrome Related Protein

Keito Yoshida, Hironari Kamikubo, Kento Yonezawa, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Graduate school of Materials
Science, Nara Institute of Science Technology)

PYP, HREKICE T 37X 52070 b {LiIKEE

Protonation state of R52 at the PYP,, intermediate state

Masayoshi Noji, Hironari Kamikubo, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

Excited State Proton Transfer of Fluorescent Photoactive Yellow Protein Reconstituted with Hydroxycoumarin

Dian Novitasari, Hironari Kamikubo, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Graduate School of Materials Science, Nara Institute
of Science and Technology)

Photoactive Yellow Protein IZ&F 2 7 ¥ = 52 O 70 b {LikEE

Protonation State of Arginine 52 in Photoactive Yellow Protein

Kento Yonezawa, Hironari Kamikubo, Keito Yoshida, Yoichi Yamazaki, Mariko Yamaguchi, Mikio Kataoka (Grad. Sch. Mat. Sci., NAIST)

18B. Y44 : &/ / 18B. Photobiology: Photosynthesis

FO$ 0.9 DEERRFBERBEOMRE L ZDHEDHMBREERS X -2 TADIGH

Development of a cryogenic optical microscope with NA of 0.9 and its application to studies of pigment distributions in plant cells
Yutaka Shibata', Keisuke Namie', Tomofumi Chiba', Mizu Kajihara', Wataru Kato?, Hiroshi Fukumura' ('Grad. Sch. Sci., Tohoku Univ., *Grad.
Sch. Sci., Nagoya Univ.)

AVILBRIILFFLOHEREBEE PS 1 LU FNR & OHEERERL

Crystal Structure of Ga-substituted Ferredoxin and its interaction sites for Photosystem I and Ferredoxin-NADP* reductase

Risa Mutoh, Norifumi Muraki, Hisako Kubota-Kawai, Toshiharu Hase, Takahisa Ikegami, Genji Kurisu (/nstitute for Protein Research)
RAEFERI DO Mnd 75 X4 —S0KEBIZEH TS Mn(I)TFETREMEDIBR/RIIME

S0-State Model of the Mn4-cluster in Photosystem II: Possibility of Mn(II)

Makoto Hatakeyama, Koji Ogata, Shinichiro Nakamura (RIKEN)

742TVRIVVERTBSVRICETIMEI RN —BE)

Excitation energy transfer in cyanobacteria containing phycoerythrin

Yuki Koge', Akio Murakami'-2, Seiji Akimoto'? (Graduate School of Science, Kobe University, *Kobe University Research Center for Inland
Seas, 3Molecular Photoscience Research Center, Kobe University)

REWNS 7157 —EEDHERAEZZERLEFTXFIONS 7TV VORIPRARY MIVOEFILFEIHE

Quantum chemical calculation of the absorption spectra of oxyluciferin interacting with firefly luciferase

Hironori Sakai!, Naohisa Wada? (\IF'S. Tohoku Univ., >Facul. of Food Sciences, Toyo Univ.)
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20. £4DiSiE - #EE / 20. Origin of life & Evolution

2P260 RUR = —2AVEATHRETNVICEWT35 /LRNAOEKTOE XDRIF
Analysis of the evolutionary process of the RNA genome in an artificial cell-like system using next generation sequencing technology
Norikazu Ichihashi'-3, Shota Nakamura?, Tetsuya Yomo'* (' Osaka Univ. Inf. Sci. and Tech., *Osaka Univ. Dep. Infect. Metagenomics, 3JST
ERATO, *Osaka univ. Frontier Biosci.)

2P261 Qp L7V —RIZ& 3 RNA BEREF DA RNA XK DIEMRE
Double-stranded RNA formation during Qf long RNA replication
Kimihito Usui!, Norikazu Ichihashi'2, Yasuaki Kazuta!, Tetsuya Yomo'23 ('\JST, ERATO, Yomo Project, *Grad. Sch. of Info. and Tech., Osaka
Univ., 3Grad. Sch. of Front. Biosci., Osaka Univ.)

2P262 AIBCHERETNEFTERDPERAETIRBF1F IR
Oscillation dynamics of Host-Parasite population in an artificial cell-like system
Yohsuke Bansho'-2, Norikazu Ichihashi?, Tetsuya Yomo'>* (! Frontier Biosciences, Osaka University, 2JSPS, 3ERATO, JST, *Information Science
and Technology, Osaka University)

2P263 Directed evolution of a self-encoding system
Takeshi Sunami' 2, Norikazu Ichihashi!?, Takehiro Nishikawa?, Yasuaki Kazuta?, Tomoaki Matsuura®?, Hiroaki Suzuki®>*, Tetsuya Yomo'->3
('Grad. Sch. Info. Sci., Osaka Univ., 2JST, ERATO, 3Grad. Sch. Eng., Osaka Univ., *Grad. Sch. Sci. Eng., Chuo Univ., >Grad. Sch. Fro. Bio., Osaka
Univ.)

21B. '/ LEMZ : 4/ LigiE / 21B. Genome biology: Genome structure

2P264 HEHBILS T3 REBROBEX (L EFTHEIE OREIIONT
Relationship between conformational change of chromosomes and transcriptional control in budding yeast
Naoko Tokuda, Masaki Sasai (Grad. Sch. Eng., Nagoya Univ.)

22A. H&IEREIE [ #8E4 / 3 7 X / 22A. Bioinformatics: Structural genomics

2P265 KAEMS VIV ET — 2~ — X IDEAL OHEEILR —PPL v b7 —7
New IDEAL: availability of PPI networks involving intrinsically disordered proteins
Takayuki Amemiya!, Shigetaka Sakamoto?, Yukiko Nobe!, Kazuo Hosoda?, Yumiko Kado!, Ryotaro Koike!, Hidekazu Hiroaki?, Motonori Ota’,
satoshi Fukuchi® (\Grad. Schl of Info. Sci., Nagoya Univ., > HOLONICS Co., Ltd., 3Fac. Engr., Maebashi Ins. Tech., *Grad. Schl of Pharm. Sci.,
Nagoya Univ.)
2P266 Tertiary structure prediction of RNA-RNA complex structures using secondary structure information
Satoshi Yamasaki, Kazuhiko Fukui (molprof, AIST)
2P267 HEMERAZ7O7 7 1)V &AL/ Re-docking B IC & 3 % /N7 ERMEEERATFA
Re-docking scheme for prediction of protein-protein interactions using interaction fingerprints
Nobuyuki Uchikoga!, Yuri Matsuzaki?, Masahito Ohue??, Takatsugu Hirokawa®, Yutaka Akiyama®? (\Dept. Phys., Chuo Univ., *Grad. info. sci.
eng., Dept. comput. sci., Titech, >Edu. Acad. comput. life sci., Titech, *“AIST, molprof)
2P268 Protein binding pocket and ligand shape comparison
Chie Motono, Takatsugu Hirokawa (Molprof, AIST)
2P269 BRE N IEOBRMBEEREMFBET -2 EORBEAT - IN—-ADERE
Construction of database for comparing structural data with microscopic image of transmembrane protein
Go Inoue, Masami lkeda, Makiko Suwa (Grad. Sch. Sci and Eng. AGU)
2P270 B2 7 KL F YUV ZEBIF - Gus BIDEEER DRI
Structural analysis of coupling element between B2 adrenergic receptor and G-protein
Hidenori Sakaki, Masami Ikeda, Makiko Suwa (Grad. Sch. Sci and Eng. AGU)

23. £8 IR1E / 23. Ecology & Environment

2P271 Flow cytometry identification of nanocyanobacteria and their limiting factors in the North Pacific Subtropical Gyre
Mathias Girault!2, Hisayuki Arakawa?, Gerald Gregori®, Fuminori Hashihama?, Hyonchol Kim!, Masao Odaka!, Kenji Yasuda! ('\KAST,
2TUMSAT, 3Universite de la Mediterranee)

2P272 EREBRROEL. BEHE. RIGF1FITX
Evolutionary, population, and reaction dynamics of experimental ecosystems
Kazufumi Hosoda!, Makoto Sueyoshi?, Itsuka Kumano?, Masumi Habuchi?, Kayo Yamamoto?, Risa Takami®, Yuhki Azuma®*, Isao Kubo?, Shingo
Suzuki?, Tetsuya Yomo? ('4cad Init, Osaka-u, *Info Sci, Osaka-u, 3Front Bio, Osaka-u, *Eng, Osaka-u)

24. BIBEM= / 24. Mathematical biology

2P273 Gain Noise Relation in Adaptation Networks
Prabhat Shankar'?, Masatoshi Nishikawa?, Tatsuo Shibata! (\RIKEN CDB, Kobe, *Hiroshima University, Hlroshima, >*Max Planck Inst, Germany)
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Adaptive random Boolean network model based on local information transfer

Taichi Haruna, Sayaka Tanaka (Graduate School of Science, Kobe University)

REBREMEDHREILL BB EIZ—I FUJ T LD OHETERT

Benefits of Acquiring Phototrophy by Hosting Algal Endosymbionts

Sosuke Iwai (Faculty of Education, Hirosaki Univ.)

Diffusion in the plasma membrane with immobile molecules: significance of fluid dynamical interactions

Ziya Kalay, Takahiro K. Fujiwara, Akihiro Kusumi (/nstitute for Integrated Cell-Material Sciences, Kyoto University)
Competitive reaction between enzymes with normal and anomalous diffusivity

Kenta Yashima', Jun Nakabayashi?, Akira Sasaki' (' The Graduate University for Advanced Studies, *Yokohama City University)
Allometries of the Physarum plasmodium based on the dynamics of cytoplasmic streaming

Tomohiro Shirakawa, Hiroshi Sato (Dept. Comp. Sci., NDA)

Analysis for the exploratory behavior of Physarum plasmodium in an unlimitedly extendable space

Miharu Nishida, Hiroshi Satou, Tomohiro Shirakawa (Dept. Comp. Sci., NDA)

Cell motility of the Physarum plasmodium on a non-uniform substrate

Shinji Ishiguro, Hiroshi Sato, Tomohiro Shirakawa (National Defense Academy of Japan)

BEOHBIBHIENL S ILREDANA VEEILREEEA50D

How past neuronal activity affects the current firing rate

Takanobu Yamanobe (Med. Sch., Hokkaido Univ.)

25. IE39%T - £k 1) X' L / 25. Equality Nonequilibrium state & Biological rhythm

Negative feedback regulation of KaiC ATPase gives origin to the circadian periodicity of cyanobacteria

Atsushi Mukaiyama'?3, Masato Osako®, Takaaki Hikima®, Takao Kondo®, Shuji Akiyama'>? (\Inst. Mol. Sci., *Grad. Univ. for Adv. Studies
(SOKENDAI), 3SPring-8, RIKEN, *“Nagoya Univ.)

47080y 7Ly PTHEESWEFETFHATHBOERLY - SORMRZNT

Experimental and numerical analyses of microdroplet-based nonequilibrium artificial cells

Masahiro Takinoue'-?, Haruka Sugiura', Hiroyuki Kitahata3, Yoshihito Mori* (\Interdisciplinary Grad. Sch. Sci. & Eng., Tokyo Tech., >PRESTO,
JST, 3Dept. Phys., Chiba Univ., *Dept. Chem., Ochanomizu Univ.)

ROBFEBEADT 1 — KNy 7 HITO H 3 IETHE R A THROKERER

Numerical analysis of non-equilibrium open artificial cell with a feedback control over molecular permeability of the cell membrane
Motosugi Murata', Haruka Sugiura!, Masahiro Takinoue!-? (\Interdisciplinary Grad. Sch. Sci. & Eng., Tokyo Tech., *PRESTO, JST)
Oscillations of a genomic DNA in a cell-sized chemically open system

Haruka Sugiura!, Masahiro Takinoue'? (\Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Inst. Tech., >PRESTO, JST)

26. £t / 26. Measurements

EHEXBRERAVELAESE X159 FEHEORRE

Development of wide angle Diffracted X-ray Tracking (DXT) measurement using a focusing broad band X-ray

Ichiyanagi Kouhei', Hiroshi Sekiguchi?, Masato Hoshino?, Kentaro Kajiwara?, Kentaro Hoshisashi!, Jac-won Chang!, Maki Tokue', Yufuku
Matsushita!, Naoto Yagi!, Yuji Sasaki! (! Graduate School of Frontier Sciences, The University of Tokyo, 2Japan Synchrotron Radiation Research
Institute)

FF v TEBBIRY X7 LICL 3HKEHIEL /- E— OB H R OURHE A m O EHR

Measurement of contractile direction on single-shape-controlled cardiomyocytes by on-chip optical image analysis system

Tomoyuki Kaneko', Fumimasa Nomura?, Tomoyo Hamada?, Akihiro Hattori?, Kenji Yasuda?® (' Dept. Frontier Bioscience, Hosei Univ., >Dept.
Biomed. Info, IBB, TMDU)

EF4 @& 3 XKBERGEHEOXEAE

Large-scale measurement of rotary motion properties of tethered Escherichia coli (E. coli) by video analysis

Hiroto Tanaka!, Tadashi Matsukawa', Yukihiro Tominari?, Shuhei Ogawa’, Yoshiyuki Sowa*, Ikuro Kawagishi*, Shukichi Tanaka?, Kazuhiro
Oiwa!, Hiroaki Kojima! ('Bio ICT lab., NICT, *Nano ICT lab., NICT, *Dept. Bioeng., Nagaoka Univ. Tech., *Dept. Front. Biosci., Hosei Univ.)
MANZHBAAERAVE—3F/ — 2 —EIOR%H

Development of hydrodynamic focusing system for single molecule sorting device

Toshihiko Kubota!2, Hiroyuki Oikawa', Kiyoto Kamagata!-?, Satoshi Takahashi'? (IMRAM, Tohoku Univ., *Grad. Sch. Life Sci., Tohoku Univ.)
BEZX V-V J0-H00EHMRE Y b—7—7ICE T3/ 2 - KAV 1 XOEEHR

Importance of spatial arrangement and community size on cardiomyocyte network for precise and stable in vitro drug screening
measurement

Fumimasa Nomura, Tomoyo Hamada, Hideyuki Terazono, Kenji Yasuda (IBB, Tokyo Medical and Dental Univ.)
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27. N F A4 A= >4 / 27. Bioimaging

Vo7 =VRERAVWEBREAX-J0B70MIN  OE—LY FPXBAX =DV JILEBRFEA4TIv I ZAOBIRARBITT
Classification protocol of projection images by manifold: Toward analysis of dynamics of particles with coherent x-ray diffraction imaging
Takashi Yoshidome', Tomotaka Oroguchi??, Masayoshi Nakasako??, Mitunori Ikeguchi' ('Grad. Sch. Med. Life Sci., Yokohama City Univ., >Dep.
Phys., Keio Univ., 3Harima Inst., Riken)

IREVFNEERIRHF N BREBERNRICLIER T FF DR FEMERR

Observation of molecular orientation of human hair a-keratins by VSFG detected IR super-resolution microscopy

Makoto Sakai', Kohei Ushio', Shinobu Nagase?, Yuuji Hirano?, Takashi Itou’, Haruki Ishikawa?, Masaaki Fujii' (' Tokyo Institute of Technology,
2Kitasato University, 3Kao Corporation)

Determination of dissociation constants of NFkB p50/p65 heterodimer using fluorescence cross-correlation spectroscopy in the living cell
Manisha Tiwari', Shintaro Mikuni?, Masataka Kinjo? (! Graduate School of Life Science, Hokkaido University, Japan, *Faculty of Advanced Life
Science, Hokkaido University, Japan)

B - BEAX—D 2 TICL B OPNS RN Ca*IRERE

Bioluminescent Imaging Revealed a Rapid Ca?* Response in OPN5-expressing Cells

Takashi Sugiyama (Cell-based Analysis Group, Advanced Analysis Technology R&D Dept., Olympus Corporation)

TATRIVBREGEA X -V T IR B8 FRA7I T X L“Wedged Template Matching”

Localization Algorithm of High-Density Fluorophores, “Wedged Template Matching” for Live Cell Super Resolution Imaging

Shigeo Watanabe', Yasushi Okada?, Teruo Takahashi!, Keith Bennett?, Tomochika Takeshima' (! Hamamatsu Photonics K.K., >RIKEN QBiC,
3Hamamatsu Corporation)

2EBEDYJFIV/ 14 XD PTEN OHIBBATE—HEERD S

Two types of signaling noises underlie spatiotemporal PTEN heterogeneity

Naotoshi Nakamura, Tatsuo Shibata (Laboratory for Physical Biology, RIKEN Center for Developmental Biology)

2iERERA X -2 JIC& % PTEN DERBE & 1 5 F DEFEFIT

Simultaneous Imaging of Single-molecule and Bulk Localization of PTEN

Seiya Fukushima!, Satomi Matsuok?, Masahiro Ueda'? ('Grad. Sch. Sci. Bio., Univ. Osaka, >QBiC, RIKEN)

Fluorescent Single Molecule Orinetation Imaging in Living Cells

Tomomi Tani!, Shalin Mehta!, Rudolf Oldenbourg!, Amy Gladfelter? (' Marine Biologcal Laboratory, >Dartmouth College)

Fast positively photoswitchable fluorescent protein for superresolution nanoscopy

Dhermendra K Tiwari, Yoshiyuki Arai, Takeharu Nagai (Osaka University)

Monitoring cytosolic Mg2+ with a novel genetically encoded fluorescent indicator using a non-FRET-based ratiometric imaging approach
Vadim Perez Koldenkova, Tomoki Matsuda, Dharmendra Tiwari, Shoji Kawakami, Takeharu Nagai (The Institute of Scientific and Industrial
Research, Osaka University)

GEM-GECO ZRW-MBRANS I LD X =3 v TERRI

Quantification of calcium concentration in cells by imaging analysis using GEM-GECO

Morio Ohki'2, Yuma Ito'2, Kumiko Sakata-Sogawa'2, Makio Tokunaga'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., 2IMS-RCAI, RIKEN)
FRET IZ & 3 elongin B & elongin C D8 A £ #247

FRET - based analysis of interactions between elongin B and elongin C

Hirofumi Oyama'2, Yuma Ito', Makio Tokunaga'?, Kumiko Sakata-Sogawa'? ('Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., 2IMS-RCAI,
RIKEN)

FRAP &1 FFEKEA X — T T 2RV -BTEMLEF Arpdp BEDEERIR

Quantitative analysis of molecular dynamics of Arp4p upon transcriptional activation by single-molecule fluorescence imaging and FRAP
Naomichi Inaba'?, Yuma Ito!?, Masahiko Harata’, Makio Tokunaga'?, Kumiko Sakata-Sogawa'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech.,
2IMS-RCAI, RIKEN, 3Grad. Sch. Agr. Sci., Tohoku Univ.)

RAERISEH & 2789 & PDLIM2 O IH7E HI #1848 O #768A

The elucidation of the mechanism of PDLIM2 localization regulation

Satoshi Toriyama'2, Yuma Ito'-2, Makio Tokunaga'?, Kumiko Sakata-Sogawa'-? (!Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech.,  IMS-RCAI,
RIKEN)

JBEABIAFAIX—JV LB THRYIIO75R 8- TFIVES N EOHREERBIR

Single molecule analysis of signaling membrane proteins in T cell microcluster by multicolor live cell imaging

Yuma Ito'?, Kumiko Sakata-Sogawa'?, Makio Tokunaga'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., 2IMS-RCAI, RIKEN)

AW I LA A RIRIC L ZH/NEBEDOBERIT

Imaging analysis of effect of Ca?* ion on micritubule polymerization

Zhihai Zheng', Akihiro Fukagawa', Yuma Ito!?, Kumiko Sakata-Sogawa'-2, Makio Tokunaga'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech,
2IMS-RACI, RIKEN)

T #BREMALICE T 2/ NERE O OEHEE

Microtubules Organizing Center (MTOC) Dynamics and Migration upon T Cell Activation

Wei Ming Lim!2, Yuma Ito'-2, Kumiko Sakata-Sogawa!2, Makio Tokunaga'? (\Grad. Sch. Biosci. Biotech., Tokyo Inst. Tech., >IMS-RCAI, RIKEN)
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28. N1 AT > =T) > / 28. Bioengineering

I 47 MR Y- VEHEICE ZHMBAANDG FEAERETTIVARBEADEA

Cell resealing technique for introducing molecules into cells and its application for establishment of disease model cells
Yoshiyuki Noguchi!, Yuta Horiuchi', Daiki Nakatsu', Fumi Kano'?, Masayuki Murata' ('Grad. Sch. of Arts and Sci., The Univ. of Tokyo,
2PRESTO, JST)

PRZIVFERAAICARLAEYILEMEBAE LA EuS LU Th 7/ HFORELEHE

Photoluminescence Property of Eu and Th Doped Y Based Nano-Phosphor synthesized in an apoferritin cavity

Tomoaki Harada, Hideyuki Yoshimura (Meiji Univ.)

* XEY RFIZL B FET 7/ F7 8D DNA O & il i

Controlling the fluidic motion of DNA molecules near FET nanopores by electro-osmotic flows

Manabu Sugimoto, Yuta Kato, Kentaro Ishida, Toshiyuki Mitsui (Grad. Sch. Sci., Aoyama. Univ.)

F/ -4 Q7 7 AN=FNT by ZOEEREIC & B =IRTTHBIEE) HIE

Mechanical control of 3-D cell movement in elasticity-tunable matrix of nano/micro-fiber gels

Aya Ogata!, Satoru Kidoaki? (!Grad. Sch. Eng., Univ. Kyushu, 2IMCE, Univ. Kyushu)

In vitro selection of peptide aptamer binding to reduced ferredoxin

Yasodha Manandhar'?, Takanori Uzawa', Toshiro Aigaki?, Yoshihiro Ito"? ('RIKEN, *Tokyo Metropolitan University)
Selection of RNA aptamer binding to a photoredox catalyst

Thi Thanh Thoa Tran'2, Toshiro Aigaki?, Takanori Uzawa!, Yoshihiro Ito!? (‘\RIKEN, 2Tokyo Metropolitan University)

TH A 2 & hi- DNA SRBEFORIKRE M

Stability of designed high-order DNA structures under unconventional conditions

Masahiro Endo!, Kei Fujiwara?, Satoshi Murata, Shin-ichiro Nomura! (\Grad. Sch. Eng., Tohoku Univ., 2JSPS. Research Fellow. Tohoku Univ.)
Self-assembly and reconfiguration of multiple-sized closed structures made of DNA origami units

Keitel Cervantes', Shogo Hamada?, Shin-ichiro Nomura', Satoshi Murata! (' Tohoku university, *Cornell university)
ElEESIC L ZHMERFEEY R/ -LO/7O0-VEHORE

Crawl movement observation of a liposome attached micro-superparamagnetic particles under a rotational magnetic field
Daiki Komatsu, Kei Fujiwara, Shin-ichiro M. Nomura (Tohoku University)

$£3HHB (10H 308 ()Kk)) “Day 3 (Oct. 30 Wed.) 7% v 7 X7F —JL / Annex hall
O1A. EBHE : #&& / 01A. Protein: Structure

Investigation for co-translational folding using X-ray crystallography

Yuya Hanazono, Kazuki Takeda, Kunio Miki (Grad. Sch. Sci., Kyoto Univ.)
IE7I0F4—thidEEOEOQVEFPIKERLS NNV BOBE

Structure of Helicobacter pylori neutrophil-activating protein with a di-nuclear ferroxidase center

Hideshi Yokoyama, Osamu Tsuruta, Naoya Akao, Satoshi Fujii (Sch. of Pharm. Sci., Univ. of Shizuoka)

T4 77— gp34C RKiRHI¥ S OBREBEL SBONET7 7 —VREBHICHEDOHEE

The crystal structure of C-terminal half of gp34 from phage T4 reveals common architecture of phage tail fibers

Shuji Kanamaru, Mikiyoshi Namura, Fumio Arisaka (Grad. Sch. of Biosci. & Biotech., Tokyo Institute of Technology)

FREMEXBRE O0-157 D21 7 6 BiR D verGl EBHE D C KiFH R O X RER1BE

Crystal structure of the C-terminal domain of VgrG1 protein of E.coli O-157 Type 6 secretion system

Kazuya Uchida', Shuji Kanamaru!, Petr Leiman?, Fumio Arisaka' (Grad. Sch. of Biosci. & Bioeng., Tokyo Tech., *EPFL)
REFERERENLEFEOE HasA OERIEEENICI 3HBRNLEARIX DR

Crystal structure of a hemophore hasA secreted by Yersinia pseudotuberclosis shows a novel heme binding mode

Masahiro Kanadani!, Toshiki Muroki?, Yukie Ishimaru?, Saki Wada!, Takehiro Sato?, Shin-ichi Ozaki?®, Tomoya Hino!, Shingo Nagano' (! Grad.
Sch. Eng., Univ. Tottori, *Fac. Eng., Univ. Tottori, >Fac. Agric., Univ. Yamaguchi)

HLA-G2/G6 7 1 */ 7 * — L D B ¥ FHEE R

Three dimensional reconstruction of HLA-G2/G6 isoform

Kazuhiro Mio!, Kimiko Kuroki?, Haruki Matsubara?, Yoshiyuki Kasai?, Chikara Sato!, Katsumi Maenaka? (' National Institute of Advanced
Industrial Science and Technology, Biomedical Research Institute, *Laboratory of Biomolecular Science, Hokkaido University)
ARESFHEME (ASEM) (L3520 NV BHEREMRANESEHDORDRE

Direct electron microscopy of protein crystals and Mycoplasma cells in solution using the Atmospheric SEM

Tatsuhiko Ebihara', Masaaki Kawata'!, Hidetoshi Nishiyama?, Miki Senda®, Mari Sato!, Mitsuo Suga?, Toshiya Senda®, Chikara Sato' ('4/ST,
2JEOL, 3KEK)

EM Navigator & Yorodumi (& 3 3 RTEFERBFRET—20FA

Using 3D electron microscopy data by EM Navigator and Yorodumi

Hirofumi Suzuki'?, Haruki Nakamura'2 ('IPR, Osaka univ., 2PDBj)
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EFEMBEOERNTEFRALBEORLES Z N BEHFEROSE
Separating single particle images of protein in the different conformations using tilt pair transmission electron microscopy
Yutaka Ueno, Kazunori Kawasaki, Shouhei Mine (4IST Health Research Institute)
NMR 2 /N7 BIAFBERED HOHFRBERBELEDRHRE
Development of a new refinement method for NMR protein structure determination
Manato Shimazaki', Teppei Ikeya', Masaki Mishima!, Yutaka Ito', Peter Guentert' (Grad. Sch. Scii., Tokyo Metropolitan Univ, *Inst. Biophys.
Chem., Goethe Univ Frankfurt)
Structural analysis of antimicrobial peptide CP1 with LPS by NMR
Mihwa Baek!, Masakatsu Kamiya'-2, Taichi Nakazumi', Satoshi Tomisawa', Yasuhiro Kumaki3, Takashi Kikukawa'-2, Makoto Demura'?, Keiichi
Kawano?, Tomoyasu Aizawa!? ('Grad. Sch. Life Sci., Hokkaido Univ., *Fac. Adv. Life Sci., Hokkaido Univ., >Grad. Sch. Sci., Hokkaido Univ.)
BENTTREShBINAER MO RN
Dynamic polymorphism of bacterial flagellar filaments at high pressure
Masayoshi Nishiyama', Yoshiyuki Sowa? ('Kyoto University, 2Hosei University)
BEREAICHED 3~V Y I ANV KR OBRIEERIT
Dynamic structural analysis of three-helix bundle formation induced by metal-ion binding
Nobutaka Komichi!, Hiroshi Sekiguchi?, Yuji C. Sasaki®, Toshiki Tanaka®*, Masayuki Oda! ('Grad. Sch. Life and Environ. Sci., Kyoto Pref. Univ.,
2Jpn. Syn. Rad. Res. Inst., >Grad. Sch. Fron. and Sci., Univ. Tokyo, *Grad. Sch. Eng., Nagoya Inst. Tech.)
Membrane-Induced Conformations of Proteins Characterized by Vacuum-Ultraviolet Circular-Dichroism and Flow Linear-Dichroism
Koichi Matsuo', Hirofumi Namatame', Masaki Taniguchi', Kunihiko Gekko? (' HiSOR, Hiroshima Univ., *Inst. Sust. Sci. Devel. Hiroshima Univ.)
BIESTERHERT Sy b7+ —LBRICHS T34 /178 X RBERE
Bio-SAXS in the Platform for Drug Discovery, Informatics, and Structural Life Science (PDIS)
Nobutaka Shimizu', Shinya Saijyo!, Hiromasa Ota?, Yasuko Nagatani', Ai Kamijyo', Takeharu Mori', Takashi Kosuge', Noriyuki Igarashi'
("Photon Factory, KEK, *Mitsubishi Electric SC)
RFHNFELDZTIIZVARRTF FOWME
Study of peptides derived from laminin by molecular dynamics simulations
Hironao Yamada, Masaki Fukuda, Yuka Fukasawa, Takeshi Miyakawa, Ryota Morikawa, Masako Takasu (Tokyo University of Pharmacy and Life
Sciences)
BFHNFEERAVET IZV 2 HRARTF F A2G80 DIEERERFOFEE
Identification of structure determinant amino acid residues in the A2G80 peptide derived from laminin ¢2 by molecular dynamics
simulation
Yuka Fukasawa', Jun Kumai'!, Fumihiko Katagiri!, Yamato Kikkawa', Kentaro Hozumi', Motoyoshi Nomizu!, Hironao Yamada?, Masaki
Fukuda?, Takeshi Miyakawa?, Ryota Morikawa?, Masako Takasu? (!School of Phamrmacy, Tokyo University of Pharmacy and Life Sciences,
2School of Life Sciences, Tokyo University of Pharmacy and Life Sciences)
RFHNFEHEICLZ 4 BHREYN D VEBREBFOBRE—EET7F0 I BEFOHOEBHRZIN
Behavior of enzyme-substrate analogue complex of heterotetrameric sarcosine oxidase studied by molecular dynamics simulation
Go Watanabe, Akinori Hiroshima, Haruo Suzuki, Shigetaka Yoneda (School of Science, Kitasato University)
The role of the flexible loop in Staphylococcal nuclease on its catalytic activity
Rumi Shiba!, Hironari Kamikubo!, Yutaka Maruyama?, Junko Yunoki', Keiichi Fukuyama?, Yoichi Yamazaki', Mariko Yamaguchi!, Mikio
Kataoka! (!Graduate School of Materials Science, Nara Institute of Science and Technology, *Insitute for Protein Reserch, Osaka University,
3Department of Biological Science, Graduate school of Science, Osaka University)
BE7 AN X VBEOBHREILLS HIV-1 7O7 7 —EORFHAEL IaL -2 a v ADRE
Molecular dynamics simulations of HIV-1 protease-inhibitor complex with modified charges for catalytic aspartate
Hirotaka Ode', Wataru Sugiura', Yoshiyuki Yokomaku' (!Clinical Research Center, National Hospital Organization Nagoya Medical Center,
2Nagoya University Graduate School of Medicine)
BRICEZ7IOMFBAVIT—RBEOETHAFHNFES I2L—-Pa Y

Non-equilibrium molecular dynamics simulation for disruption of an amyloid-p oligomer by hypersonic wave
Hisashi Okumura'?, Satoru Itoh!? (!Inst Mol Sci, 2SSOKENDAI)
Structure and Interactions in Fibrillation of Human Calcitonin Hormone
Javkhlantugs Namsrai, Ganchimeg Lkhamsuren, Kazuyoshi Ueda, Akira Naito (Yokohama National University)

ERRIBEICETIHMERY F7 -V ETNVERAV S REREXBEBEICS T3 BEERFOHER
Thermal fluctuation in high-resolution crystal structures reproduced by normal modes based on an elastic-network model in the crystal
Shigeru Endo!, Hiroshi Wako? ('Dept. Phys., Sch. Science, Kitasato Univ., 2Sch. Social Sciences, Waseda Univ.)

01B. A E : #EHEE48R8 / 01B. Protein: Structure & Function

H7 bHZBARREXTF K Tachyplesinl & FF U HEREEICEHAT 3HE

Analysis of chitin binding ability of an antimicrobial peptide tachyplesin I derived from horseshoe crab

Takahiro Kushibiki', Masakatsu Kamiya', Tomoyasu Aizawa!, Yasuhiro Kumiki?, Takashi Kikukawa', Makoto Demura!, Shun-ichiro Kawabata’,
Keiichi Kawano' ('Grad. Sch. Life Sci., Hokkaido Univ., *Grad. Sch. of Sci., Hokkaido Univ., *Dept. Biol., Kyusyu Univ.)
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Vo0 23-72/3a—4—EIlE T 23EREET D AINVRGHEBORA

Taming the Reactive 5’-Deoxyadenosyl Radical by Enforcing van der Waals Contact with Substrate in Lysine 2,3-Aminomutase

Masaki Horitani!, Krista Shisler?, Amanda Byer?, Joan B. Broderick?, Brian M. Hoffman' ('Dept. Chem., Northwestern Univ., 2Dept. Chem. &
Biochem., Montana State Univ.)

BHEST 21— Trp EAXERAOEE KSR

Substrate binding ability of the Trp introduced mutant of carbohydrate-binding module

Tomonari Tamashiro!, Hiromi Asada', Takahiro Maruno?, Kenji Kanaori®, Yuji Kobayashi?, Masayuki Oda' ('Grad. Sch. Life and Environ. Sci.,
Kyoto Pref. Univ., >Grad. Sch. Eng., Osaka Univ., *Grad. Sch. Sci. and Technol., Kyoto Inst. Technol.)

REEBEIKEER D & 5 X RAD His64 N 2 D DEREOE DILFTIRIE NMR B Eh £+ 5380

Chemical Exchange between Two Conformations within His64 in a Mutant of Carbonic Anhydrase Is Sufficiently Slow on the NMR
Timescale

Hideto Shimahara (JAIST CNMT)

Rhodococcus rhodochrous J1 A= ) 5 —EDREIC & 2HEZX LD 'HNMR IZ & 3 &,

Structural changes of the J1 nitrilase from Rhodococcus rhodochrous upon temperatuer increase tracked by 'H NMR

Kyouhei Oyama', Ryo Ishiguro'?, Teturo Fujisawa'? (\Department of Chemistry and Biomolecular Science, Faculty of Engineering, Gifu
University, >RIKEN SPring-8 Center)

Analysis of unfolded structure of Staphylococcal nuclease mutants by using FRET

Emi Ohta', Takuya Muto!, Yusuke Kishi!, Mariko Yamaguchi', takayoshi Watanabe?, Yoichi Yamazaki', Hironari Kamikubo', Takahiro
Hohsaka?, mikio Kataoka! (!Nara Institute of Science and Technology, *Japan Advanced Institute of Science and Technology)
ERESRETEREOSFRES EEBMEBETLEHAT 3 OO0 X1 S FEHEHAENMRE

The Refinement of the Diffracted X-ray Tracking Method for Recording the Single-Molecule Motions of Proteins with Higher Time
Resolution

Hirofumi Shimizu, Masayuki Iwamoto, Shigetoshi Oiki (Univ.Fukui.Fac.Med.Sci.)

X #2 1 8 FEBHEIC L 3 BEEREE ORI

Protein Stability Analysis of MHC/peptide Complex from X-ray Single Molecule Tracking

Yufuku Matsushita!, Haruo Kozono?, Naoki Ogawa*>, Kohei Ichiyanagi'*, Hiroshi Sekiguchi®?, Yuji Sasaki'>* (\Grad. Sch. Sci., Univ. Tokyo,
2Grad. Sch. Sci., Tokyo Univ. Sci., 3Spring-8, *Dept. Int. sci., Nippon Univ., SCREST Sasaki team/JST)
REAPMLZAGEZHHT IEAYR 7077 —tE RseP DF Y FLPDZ N X1 /I L 2 EEEFIHE

Substrate discrimination mechanism by a PDZ tandem in the intramembrane protease RseP that regulates extracytoplasmic stress response
Yohei Hizukuri!, Takashi Oda?, Sanae Tabata’, Tamura-Kawakami Keiko?, Mamoru Sato?, Junichi Takagi®, Terukazu Nogi?, Yoshinori Akiyama!
(Mnst. Virus Res., Kyoto Univ., >Grad. Sch. Med. Life Sci., Yokohama City Univ., *Inst. Prot. Res., Osaka Univ.)

Design of Photo-controllable Cyclic Peptides

Shinji Kawabata, Yasuhiro Ebisu, Yuta Saeki, Masahiko Hayashi, Atsuo Tamura (Grad. Sch. Sci., Univ. Kobe)

BE— 2NNV BHEFRAORAZEEL ERFEHENEONA

Toward an understanding of lipid-protein interactions, the use of the heavy atom labeled fatty acid analogues

Shigeru Sugiyama'-2, Mika Hirose'-2, Hanako Ishida'?, Sebastien Lethu!?, Hikaru Ano'-2, Daisuke Matsuoka'-?, Toshiaki Hara!*?, Eiichi Mizohata?,
Tsuyoshi Inoue?, Shigeru Matsuoka!2, Michio Murata'? (!Grad. Sch. Sci., Osaka Univ., 2JST, ERATO, Lipid Active Structure Project, 3Grad. Sch.
Engi., Osaka Univ.)

RESBEERETNELTOF TS UIAtkiEE

Opsin, Structural Model for Olfactory Receptors

Takefumi Morizumi', Jung Hee Park?, Emil F. Pai!, Klaus P. Hofmann?, Hui-Woog Choe?, Oliver P. Ernst! (! Univ. Toronto, Dept. Biochemistry,
Canada, >*Chonbuk National Univ., Korea, 3Charite, Univ. Med. Berlin, Germany)

13-cis BB & &5 ASREZRKOHMR

Study of Anabaena Sensory Rhodopsin mutant P206D that contains the 13-cis form dominantly

Yoshitaka Kato!, Akira Kawanabe?, Keiichi Inoue', Kwang-Hwan Jung?, Hideki Kandori! (\Grad. Sch. Eng., Nagoya Inst. Tech., *Grad. Sch. Med.,
Osaka Univ., 3Sogang Univ., Korea)

HEEHRKITFAZ—HES 2 EEZ— AFUEI & HEWHFE potato I family 1 > £ E 4 — & OEERHELIE

Structural similarity of AFUEIL, an elastase inhibitor from Aspergillus fumigatus, and the potato I family inhibitors from plants

Mayuko Sakuma!, Katsumi Imada?, Yoshiyuki Okumura®, Kei-ichi Uchiya’, Atsushi Hijikata*, Tsuyoshi Shirai*, Toshiaki Nikai®, Michio Homma!
('Grad. Sch. Sci., Nagoya Univ., >Grad. Sch. Sci., Osaka Univ., >Fac. Pharm., Meijo Univ., *Fac. Biosci., Nagahama Inst. BioSci. Tech.)
BB26SHLU20STATT/ —LOBERE

Structural investigation of the yeast 26S and 20S proteasome

Yuya Morita'2, Takuto Murakami?®, Hiroshi Yamaguchi?, Yukio Morimoto'? (! Graduate School of Science, Kyoto University, >Research Reactor
Institute, Kyoto University, Graduate School of Science-Technology, Kwansei Gakuin University)

Mycoplasma mobile DFERFIC “HL” ELTHL O TIELET 2 —DOBERIT

Structural study of neuraminic acid receptor working as foot in Mycoplasma mobile gliding

Tasuku Hamaguchi, Yuhei Tahara, Makoto Miyata (Grad. Sch. of Sci., Osaka City Univ.)

EBMERE & /57 B KaiA-KaiC #HE{EFA O ESR ##f

Interactions between cyanobacterial clock proteins KaiA and KaiC revealed by ESR analysis

Kentaro Ishii', Toshiaki Arata?, Masahiro Ishiura' (' Center for gene research, Nagoya univ., >Grad. Sch. Sci., Osaka Univ.)
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BET FYKED Isd-NEAT KX 1 VEIZE T EALERICOVWTOEER

Insights into the mechanism of heme-transfer between Isd NEAT domains of Staphylococcus aureus

Yoshitaka Moriwaki', Tohru Terada?, Jose M. M. Caaveiro®, Yousuke Takaoka*, Itaru Hamachi*, Kouhei Tsumoto®, Kentaro Shimizu' ('Dept. of
Biotech., Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo, 2Agri. Bioinfo. Res. Unit, Grad. Sch. of Agri. and Life Sci., Univ. of Tokyo, *Ins. of Med.
Sci., Univ. of Tokyo, *Dept. of Synth. Chem. and Biol. Chem., Kyoto Univ., *Dept. of Bioeng., Grad. Sch. of Eng., Univ. of Tokyo)

Hsp90 & ADP OREBEICES T2 EBRIRNF—-T07 « — IV L BRBEREE

Free energy profile and dissociation pathway in the dissociation process of ADP from Hsp90

Kazutomo Kawaguchi, Hiroaki Saito, Hidemi Nagao (/ntsitute of Science and Engineering, Kanazawa University)

Mechanism of glycan receptor recognition for influenza virus Hemagglutinins: Comparative molecular dynamis studies

Katsumi Omagari (Department of Virology, Medical School, Nagoya City University)

Free energy landscape of substrate passing inside proteasome - activator complex

Hisashi Ishida (Japan Atomic Energy Agency)

MD>3alb—2avERAVACDHUDETIVOVERZREICLIBEZLICET IMA

Molecular dynamics simulation study on hyaluronan induced structural change of CD44

Saki Hongo', Yoshifumi Fukunishi?, Masami Lintuluoto! (\Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ., ?Natl. Instit. of Adv. Indust. Sci.
and Technol.)

REBIILE I VBEERAEOEELEEBOBHNETIVOEE

Dynamical modeling of the activation process of metabotropic glutamate receptor

Kaita Fujihara, Tatsuki Negami, Tohru Terada, Kentaro Shimizu (Dept. of Biotech., Grad Sch. of Agri. Life Sci., Univ. of Tokyo)

Mutation studies on the mammalian and the baterial XORs with inhibitors

Hiroto Kikuchi', Hiroshi Fujisaki', Tadaomi Furuta?, Ken Okamoto?, Takeshi Nishino* (\Dept. of Phys., Nippon Med. Sch., *Center for Biol.
Resources and Info., Tokyo Inst. Tech., >Dept. of Biochem. and Mol. Biol., Nippon Med. Sch., *Grad. Sch. Agri. and Life Sci.)

Computational studies of mutational effects on nylon degrading enzyme

Takeshi Baba!, Katsumasa Kamiya?, Toru Matsui®, Masayoshi Nakano!, Seiji Negoro*, Boero Mauro®, Yasuteru Shigetal-® (!Grad. Sch. of Eng.
Sci., Osaka Univ., *Grad. Sch. of Pure and Applied Sci., Univ. of Tsukuba, *Adv. Ins. for Comp. Sci., RIKEN, *Grad. Sch. of Eng., Univ. Hyogo,
SUniv. Strasbourg, °CREST)

HEHOBESHFAICMmIF /= CHARMM HiBOHR

Revised CHARMM carbohydrate force field for improved description of conformational diversity of N-glycans

Suyong Re!, Shigehisa Watabe?, Wataru Nishima!, Yuji Sugita! (\Wako Inst., Riken, *Grad. Sch. Sci. Eng., Chuo Univ.)

Structural insights into enzyme-bound flavin adenine dinucleotides (FAD)

Gopi Kuppuraj!, Fumiko Suzuki!, Masahiko Ikeuchi?, Kei Yura! (!Centre for Informational Biology, Ochanomizu University, Bunkyo, Tokyo,
2Department of Life Sciences (Biology), University of Tokyo, Komaba, Meguro, Tokyo)

01C. EAE : #M% / 01C. Protein: Property

EREAILEBE N TIAURTFFOBREE-F

Coordination mode in human prion peptide caused by metal binding

Kazuya Iwama, Masahiro Yagi, Haruto Onda, Wakako Hiraoka (Graduate School and Technology, Meiji University)
ZRFTEEFHERMINEICL 5 BdpA EHIREBICS T 2WEL1F I 7 20BN

Two-dimensional fluorescence lifetime correlation spectroscopy on the conformational dynamics of the unfolded state of BdpA
Takuhiro Otosu', Kunihiko Ishii!, Hiroyuki OikawaZ, Munehito Arai®, Satoshi Takahashi2, Tahei Tahara' ('Mol. Spectrosc. lab., RIKEN, 2IMRAM,
Tohoku Univ., *Grad. Sch. Arts. Sci., Univ. Tokyo)

SUNRIERO NI T 7 7 Y REOEZNAZBHEERARIET T ART VO

Some basic properties of near-UV circular dichroism and UV resonance Raman spectra of tryptophan residues in proteins

Shigenori Nagatomo', Masako Nagai?, Takashi Ogura?®, Teizo Kitagawa® ('Dept. Chem., Univ. Tsukuba, *Res. Center Micro-Nano Tech., Hosei
Univ., 3Grad. Sch. Life. Sci., Univ. Hyogo)
FINVYBEBEEAREICIES FLAO—RIIIA- P ENEF U NTEOBRBS1FIVR

Low-frequency dynamics of Trehalose-coated Lysozyme studied by terahertz time-domain spectroscopy

Risa Okada', Naoki Yamamoto?, Atsuo Tamura', Keisuke Tominaga'-? ('Grad. Sch. Sci., Univ. Kobe, *Molecular Photoscience Research Center,
Univ. Kobe)

POAQTFXRABMI AV INTBE+XFNF LY - AVRRICE T 5 TEEE

Inclusion mechanism of cyclodextrin for protein in methyl orange and iodine aqueous solution

Tomokadu Marutani, Takayoshi Kimura, Tadashi Kamiyama (Fac.Science,Kinki Univ.)

FUNVEOBREMICE T ZBALILE. BHMERE, BERE

Partial specific volume, adiabatic compressibility, and thermal expansion coefficient of protein for thermal denaturation

Tetsurou Takaoka, Takuya Hamada, Takayoshi Kimura, Tadashi Kamiyama (Fac. Science, Kinki Univ.)
TI/BBRICLFBEAENHRTEMT(LOERFA

Theoretical Prediction of Thermal-Stability Changes upon Mutations of a Protein

Shota Murakami', Hiraku Oshima?, Tomohiko Hayashi?, Masahiro Kinoshita? (\Grad. Sch. Energ. Sci., Kyoto Univ., *Inst. Adv. Energ., Kyoto
Univ.)
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EOEREREMRICS I IBEIY P OE-HR—EAE-BEBMSAEBOEEE—

Solvent-Entropy Effect in Structural Stability of a Protein: Crucial Importance of Protein-Solvent Many-Body Correlation

Hiraku Oshima', Shota Murakami?, Masahiro Kinoshita' ('Inst. Adv. Energ., Kyoto Univ., *Grad. Sch. Energ. Sci., Kyoto Univ.)
RREVINVEOHMREDFHAXDORT =)V FEARIC OV T OIIBRIFIR

Comprehensive analysis of the scaling relationship between the chain length and the molecular size of native proteins

Daisuke Takahashi', Munehito Arai'? ('Dept. Life Sci., Univ. Tokyo, 2PRESTO, JST)

BRENFROD R/ O NIBOT A —NT 1 TERIY 87—

Network of folding pathways of topologically complex proteins

Takashi Inanami, Masaki Sasai (Dept. of Comp. Sci. Eng., Univ. of Nagoya)

RKAZHEQEOLAEEEFEICEADL S ) EBEOFER L HIH

Phosphorylation as an electrostatic regulation of the conformational state of intrinsically disordered proteins

Koji Umezawa', Jun Ohnuki', Yukinobu Mizuhara!, Junichi Higo?, Mitsunori Takano' (Grad. Scl. of Adv. Sci. & Eng., Waseda Univ., >IPR, Osaka
Univ.)

I2RI7070T I NARREEICEFIEREANI Y IRADT A —NTF1 U TX2T1 I ANDHE

Effect of non-native a-helix in the early intermediate on folding kinetics of equine B-lactoglobulin

Takahiro Okabe, Toshiaki Miyajima, Hideaki Ohtomo, Mio Ohtomo, Kanako Nakagawa, Seiichi Tsukamoto, Kazuo Fujiwara, Masamichi
Ikeguchi (Dept. of Bioinformatics, Soka Univ.)

RARGTICET B3 PCPREET V74— VT4 VVBREORUN-RFBICELBZT 7+ —0MT 1 2T ORERE

Observation of unfolding rates of each residue of PCP under the native condition - Mechanism for urea to accelerate the unfolding rate
Shinya Fujii', Yasuo Noda', Katsuhide Yutani?, Shin-ichi Segawa' ('Sch. of Sci. and Tech., Kwansei Gakuin Univ., *Riken SPring-8 Center, Riken
Harima Institute.)

BEBRESEEAVAETFRIAIOE Y D salt-induced FEFED 7 + =T 1 » JICET 3K

Folding of salt-induced intermediate of apomyoglobin using ultrarapid mixing methods

Yukiko Abe, Takuya Mizukami, Kosuke Maki (Grad. Sch. Sci., Nagoya Univ.)

TRABAEZAVEREEXBEAED 7+ -V T Vv IBBICETIERF OV REORIICHAT WA

The role of histidine residues in folding mechanism of green fluorescent protein studied by mutagenesis approach

Taichi Andou, Kosuke Maki (Grad. Sch. Sci., Nagoya Univ.)

22474039 HN - XILT7—EDREME T+ —NT 1V IITVT7x=NT 1V TOHMA

The Stability and Folding/Unfolding of Staphylococcal Nuclease at the Residue Level

Shun Terauchi', Keisuke Kamba!, Yoshiharu Mori?, Yoshitake Sakae'~, Takashi Nakamura®?, Yuko Okamoto'*?®, Kunihiro Kuwajima?3-,
Kosuke Maki! (\Sch. of Sci., Nagoya Univ., *Inst. Mol. Sci., *Okazaki Inst. Integr. Biosci., *Struct. Biol. Res. Center, Sch. of Sci., Nagoya Univ.,
SCenter for Comput. Sci., Sch. of Eng., Nagoya Univ., SSch. of Phys. Sci., Grad. Univ. Adv. Studies)

ErANY FZVOT I O1 NERIRER RHEE & 2 OBEEDROEHN

Analyses of amyloid fibrillation mechanism and its inhibition effect of hCT as studied by *C solid-state N\MR and TEM

Hikari Itoh-Watanabe', Miya Kamihira-Ishijima?, Izuru Kawamura', Masashi Kondoh?, Michio Sato?, Masamichi Nakakoshi’, Akira Naito!
('Graduate School of Engineering, Yokohama National University, Yokohama,, *Institute of Multidisciplinary Research, Tohoku University, Sendai,
Japan., 3Instrumental Analysis Center, Yokohama National University, Yokohama, Japan.)

B, 3/0507U 07 I04 FEUREED X+ v v BE

Scanning survey for amyloid-stem-forming region of p,-microglobulin

Hisayuki Morii!, Takashi Shimizu', Masayuki Nara? (! National Institute of Advanced Industrial Science and Technology (AIST), *College of
Liberal Arts and Sciences, Tokyo Medical and Dental University)

ERANY P2V OBEMEBEFET TOT IO NRMER SO RRA

Amyloid-like fibrillization and the structure of human calcitonin in the presence of acidic lipids

Akira Asano', Yuki Abe', Ken Takeuchi!, Miya Kamihira-Ishijima?, Hikari Itoh-Watanabe!, Izuru Kawamura!, Ayyalusamy Ramamoorthy?, Akira
Naito! (!Graduate School of Engineering, Yokohama National University, >*Graduate School of Life Science, University of Hyogo, *Biophysics and
Department of Chemistry, University of Michigan)

12V BRICRSh3ZHET7IOC MREFTEEPEAORE

Observation of various types of amyloid prefibrillar intermediates of insulin B chain

Shoko Tsuhara, Eri Chatani (Grad.Sch.of Sci.,Kobe. Univ)

EBAAVERMICELZI R T7I0O0C1 FREOBSHBEHE

Polymorphism of insulin amyloid fibrils induced by the coordination of metal ions

Misaki Yokoyama, Yoshito Huruie, Motonari Tubaki, Hiroshi Hori, Eri Tyatani (Grad.Sch.of Sci.,Kobe Univ)

Exploring roles of water molecules on amyloid fibrillation by salt effects and Near Infrared spectroscopy

Yuuki Masuda!, Yutaro Tsuchisaka?, Roumiana Tsenkova?, Eri Chatani! (' Graduate school of science, Kobe University, *Graduate school of

Agricultural Science, Kobe University)
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SUNVEHREEBLESF O v AOVHEDO1 FFHEHEI X -V T

Single-molecule fluorescence imaging of translationally-coupled chaperone action

Tatsuya Niwa', Hisashi Tadakuma?, Koichi Ito?, Takuya Ueda?, Hideki Taguchi' ('Grad. Sch. of Biosci&Biotech, Tokyo Institute of Technology,
2Grad. Sch. of Frontier Sciences, University of Tokyo)

—RFEEEICEL S VKT I FEKFREROERFEORIT

Enzymatic reaction of Dihydrolipoamide dehydrogenase revealed by single molecular fluorescence detection method

Hiromichi Nakashima', Tsukasa Oyakawa', Etsuko Nishimoto? (' Institute of Biophysics, Faculty of Agriculture, Graduate School of Kyushu
University, *Molecular Biosciences, Bioscience and Biotechnology, Kyushu University)

ITL7IVF YTy FAOKBLEESEOEA

Insertion of ferroxidase center in horse L ferritin subunit

Mai Nemiti, Tomoaki Harada, Hideyuki Yoshimura (Sch of Sci. & Tech., Meiji Univ.)

FHAURTF NICEBBHAEE T I 04 NgHEOMKS R

Hydrolysis of lipid droplets and amyloid fibrils by the designed peptide

Yoshihiro Iida, Atsuo Tamura (Kobe University)

O1E. EAE : 518 - B4 DA% / O1E. Protein: Measurement & Analysis

FYINVERREROREROREEORAEIC & 3 FMHiE

Calorimetric method to evaluate the kinetic stability of proteases

Shun-ichi Kidokoro, Akihiro Nagata, Keita Ochi (Dept. Bioengineer., Nagaoka Univ. Tech.)

292 NRBILHT B Pinl DO RELEEEZBET S 1-DOFHLVHE

A novel method to measure Pin1’s peptidyl-prolyl isomerase activity for tau protein

Teikichi Ikura, Nobutoshi Ito (Med. Res. Inst., Tokyo Med. Dent. Univ.)

New highly accurate pickup methods, MRA-StoPICK and MRMA-StoPICK methods, for single particle analysis using electron microscope
Masaaki Kawata, Chikara Sato (National Institute of Advanced Industrial Science and Technology)

BAFRENERICE S XRMAFET -2 2 AW A BB EHEEER OB

An integral equation approach for protein interactions using small-angle X-ray scattering data

Tomonari Sumi!, Hiroshi Imamura?, Keiko Nishikawa? (Dept. Chem., Fac. Sci., Okayama Univ., *Grad. Sch. Adv. Integ. Sci., Chiba Univ.)
BEIXRILEICL A KBEL VNIV EOFFEDAE

Measurements of molecular weights of soluble proteins using static light scattering

Ken Takeuchi, Youichi Nakatani, Osamu Hisatomi (Department of Earth and Space Science, Graduate School of Science Osaka University)
SUNVBREBREANEEDORSE  ELISAZEBRI M7V JEEDEAEHEDORA

Development of super high-sensitive measurement of proteins by combination of ELISA and enzyme cycling methods

Etsuro Ito (Kagawa School of Pharmaceutical Sciences, Tokushima Bunri University)

Single-molecule investigation of the force required to release SecM-mediated translation arrest

Zhuohao Yang, Ryo lizuka, Takashi Funatsu (Grad. Sch. of Pharm. Sci., The Univ. of Tokyo)

High-Speed AFM Observation of the Flil/ FliJ Complex

David Carriou!, Takayuki Uchihashi!*?, Yumiko Uchida?, Hiroto Yanagawa?, Tohru Minamino®, Katsumi Imada®, Toshio Ando'? (' Dept. Phys.,

Kanazawa Univ., 2Bio-AFM Frontier Research Center, Kanazawa Univ., *Grad. Sch. Sci., Osaka Univ., *Grad. Sch. Frontier Biosci., Osaka Univ.)

O1F. ERE : EAEIZ #{tI% / O1F. Protein: Engineering

B L pH TRABRT I LHDOHRT 71274 —VH 2 FORK

Development of a novel affinity ligand for purification of antibodies at moderate pH

Taihei Sawada!, Takaihiro Watanabe', Yuuki Hayashi', Munehito Arai'-? (\Dep. Life Sci., Univ. Tokyo,, >PRESTO, JST)
FPIVTFERTFANEZS—CILEBNAATNAVEEICRI LD ZAT A BRORER

Toward the development of cysteine-free variants of aldehyde decarbonylase for industrial bioalkane production

Yuuki Hayashi', Fumitaka Yasugi!, Munehito Arai'-? ('Dept. Life Sci., Univ. Tokyo, >PRESTO, JST)

LOV Z2HB & L BLBT RS /v EOEEHE

Redox-controlled fluorescence from LOV-based proteins

Yukiko Ono, Tatsuya Iwata, Masayo Iwaki, Hideki Kandori (Nagoya Inst. Of Technol.)

Addition of negatively charged residues can reverse the aggregation of a protein caused by an artificially introduced hydrophobic surface
Sota Yagi, Satoshi Akanuma, Akihiko Yamagishi (Tokyo university of pharmacy and life science)

HEFTORLEZ 71V F U ERAROER EFESTT

Construction and characterization of ferritin mutants having different net charges

Satsuki Takebe, Eriko Aoki, Daisuke Sato, Kazuo Fujiwara, Masamichi Ikeguchi (Soka University)

AT4NY v IZRN KV a2 RIBEICOAEREEN -T2 8IH

Creation of a platinum-binding loop on an artificial four-helix bundle protein

Hiroya Niiro, Satoshi Akanuma, Akihiko Yamagishi, Yuuto Akiyama, Tatuya Uchida (Tokyo University of Pharmacy and Life Sciences)
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TIOFUORRRBAOMEULICETT
Toward the establishment of an expression system for actin

Masashi Mori', Yoshitaka Umetsu?, Shinya Ohki? ({Ishikawa Prefectural University, *Japan Advanced Institute of Science and Technology)

02. NLERAE / 02. Heme proteins

AV F=WTPIV2304FI5F—ENREN) T 7 7V OBRE-BARIBET 7 53%%

Detection of the bound tryptophan in indoleamine 2,3-dioxygenase by UV resonance Raman spectroscopy

Sachiko Yanagisawa', Masayuki Hara', Hiroshi Sugimoto?, Yoshitsugu Shiro?, Takashi Ogura' ('Univ. of Hyogo, 2RIKEN Harima SPring-8
center)

Interaction Between Heme and Heme-Cu Binuclear Center in Cytochrome ¢ Oxidase

Miyuki Sakaguchi', Kyoko Shinzawa-Itoh?, Shinya Yoshikawa?, Takashi Ogura' (' Department of Protein Vibrational Spectroscopy, Picobiology
Institute, University of Hyogo, >Department of Protein Crystal Growth Mechanism, Picobiology Institute, University of Hyogo)

FhoOL cBRCBEZROBRFETRIGICE T ZFNBERAELZENE LABRER 70— X7 LORRE

Development of the flow system with an oxygen lung aiming at IR measurement on the oxygen reduction reaction of cytochrome c oxidase
Tatsuhito Nishiguchi, Masahide Hikita, Kyoko Shinzawa-Itoh, Shinya Yoshikawa, Satoru Nakashima, Takashi Ogura (Grad. Sch. Lif. Sci., Univ.
Hyogo)

ST - TOADBEREBAE Y OB F M OLBCEROEERR

Structural analysis of bovine heart cytochrome c oxidase in the cyanide- and azide-bound fully oxidized states

Kazumasa Muramoto', Masao Mochizuki', Naomine Yano!, Tomoko Maeda', Kyoko Shinzawa-Itoh!, Eiki Yamashita?, Tomitake Tsukihara'2,
Shinya Yoshikawa! (!Grad. Sch. Life Sci., Univ. Hyogo, *Inst. Protein Res., Osaka Univ.)

Sequencing bovine/human hybrid cytochrome c oxidase genes in HeLa cells to verify mutagenesis results disapproving D-path proton
pumping

Ryohta Aminaka', Mai Itoh', Kunitoshi Shimokata?, Yukie Katayama!, Tomitake Tsukihara!, Shinya Yoshikawa!, Hideo Shimada' (!Grad. Sch.
Sci., Univ. Hyogo, 2WORLD INTEC CO., LTD.)

FLMARF /0L cBILBFEOBCETEIEEEFLET7Y M FOHEFRAOSXEHHR

Spectroscopic characterization of the interaction of azide with the redox-active metal sites of fully oxidized cytochrome c oxidase
Masahide Hikita, Akima Yamamoto, Tomoko Maeda, Kyoko Shinzawa-Itoh, Takashi Ogura, Shinya Yoshikawa (Grad. Sch. Sci., Univ. Hyogo)
—BLRE - YT LB SREFRFMEEY OB F b OLBREBROBERN

Structural analysis of bovine heart cytochrome c oxidase in the CO- and cyanide-bound mixed valence states

Kazumasa Muramoto', Masao Mochizuki', Maki Taniguchi!, Naomine Yano!, Tomoko Maeda', Kyoko Shinzawa-Itoh', Eiki Yamashita?,
Tomitake Tsukihara'-2, Shinya Yoshikawa' (!Grad. Sch. Life Sci., Univ. Hyogo, *Inst. Protein Res., Osaka Univ.)

03. [EEBE / 03. Membrane proteins

AIRFEEERTF FERVES TFNVEEZEETVROBE

Design of transmembrane peptide for constructing a signaling model

Takato Hiramatsu, Atsuo Tamura (Grad. Sch. Sci. chem, Univ. Kobe)

WFEE FF-ATP SRBR Y71y M) VT OFHIBEOEE

The Active-Site Structure of Thermophilic F,F,-ATP Synthase c-Subunit Rings in Membranes

Su-Jin Kang?, Yasuto Todokoro'~, Ikuko Yumen', Bo Shen!, Tku Iwasaki?, Toshiharu Suzuki®*, Atsushi Miyagi', Masasuke Yoshida>*,
Toshimichi Fujiwara!, Hideo Akutsu'? ("IPR, Osaka Univ., >BpCB, Seoul Nat. Univ., 3Chem. Res. Lab., Tokyo Inst. Tech., *Dep. Mol. Biosci., Kyoto
San. Univ., >Grad. Sch. Sci., Osaka Univ.)

Analysis of Structure and Function of Synaptotagmin 4

Masayuki Goto (Tsukuba, Material Sci,)

BRKVVEBEVFR ) —LhONIFIFART L  OBE EHEE

A Biophysical Study of Bacteriorhodopsin in Pseudocyclic Phosphatidylcholine Liposome

Masashi Sonoyama!, So Yoshioka!, Naoyuki Tsuchida!, Toshiyuki Takagi?, Hiroshi Takahashi!, Takashi Kikukawa?, Toshiyuki Kanamori? (!Fac.
Sci. Tech., Gunma Univ., *R. C. Stem Cell, AIST, 3Fac. Adv. Sci., Hokkaido Univ.)

HRILEBBLAHDIIHE7 IOTEERBEELHENTF FEEK (PBANR) OHIARE 3N —-TAD T4 Y JF - LBRHUE
DixE

Positional optimization of the T4 lysozyme replacing the third intracellular loop of the silkmoth PBANR for its crystallization

Yukie Katayama', Takeshi Kawai!, Tatsuya Suzuki!, Tatsuki Ebisawa!, Jun Ohtsuka', Ryo Natsume?, Yu-Hua Lo?, Toshiya Senda?, Toshihiro
Nagamine?, Masaaki Kurihara®, Jae Min Lee?, J. Joe Hull*, Shogo Matsumoto?®, Hiromichi Nagasawa', Koji Nagata', Masaru Tanokura! ('Univ. of
Tokyo, 2BRIC, AIST, *RIKEN, *USDA-ARS)

BREEANY v 7 AOBREMREBRBEOHRMCIFHNEI I 2L -2aVICL3RE

Coarse grained molecular dynamics simulations toward the mechanism elucidation of membrane protein topogenesis

Kouya Sakuma, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)
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HMRETTINV [F/74 7] 2RVAENOORT DV OZEREEIEOBENESR

Effects of homotrimer formation on chloride pump activity in membrane mimetics, Nanodisc, embedded Halorhodopsin

Kenshiro Suzuki', Ayumi Yamamoto', Takashi Tsukamoto?, Toshihiro Kobashigawa*, Takeshi Uchida'~, Fuyuhiko Inagaki*, Makoto Demura?,
Koichiro Ishimori'? ('Grad. Sch. of Chem. Sci. and Eng. Hokkaido Univ., >Grad. Sch. of Life Sci. Hokkaido Univ., 3Fac. of Sci. Hokkaido Univ.,
“Fac. of Adv. Life Sci. Hokkaido Univ.)

AT TV EFAK 2 ECEFEMEFFEAARI I M GPIT7 VA —HEBADIPI L TFNVEH/RTZT5y b7+ —-LEED
Transient raft-dependent multimolecular complexes including integrin and FAK are the platforms for IP3 signaling of GPI-anchored
receptors

Taka A. Tsunoyama', Kenichi G.N. Suzuki'?, Takahiro K. Fujiwara', Akihiro Kusumi'? (!Institute for Integrated Cell-Material Sciences (WPI-
iCeMS), Kyoto University, 2National Centre for Biological Science/ Institute for Stem Cell Biology and Regenerative Medicine, Bangalore, India,
3nstitute for Frontier Medical Sciences, Kyoto University)

GPCR AT =12 JFIWMIH—ELTRESS i AV N=RFIZZ M HRDIFFI XV TRIFICEDCHR

GPCR dimers as active signal triggers: inverse agonist effects revealed by single-molecule imaging analysis

Rinshi Kasai!, Takahiro Fujiwara?, Akihiro Kusumi'? (! Inst. For Frontier Med. Sci., Kyoto Univ., 2WPI-iCeMS, Kyoto Univ.)

YRR FEEKREZEL SHELHOMEBICEAL T

On the Physics of Multidrug Efflux through a Biomolecular Complex

Hirokazu Mishima', Hiraku Oshima?, Satoshi Yasuda?, Ken-ichi Amano?, Masahiro Kinoshita? ('Grad. Sch. Ene., Univ. Kyoto, *Inst. Adv. Ene.,
Univ. Kyoto, 3Pharm., Univ. Tohoku)

X EREEDOREICHIT B N EREREHOERIE E

Theoretical Enhancement of Structural Stability of a Membrane Protein for X-ray Crystallography

Satoshi Yasuda', Hiraku Oshima!, Takeshi Murata?, Masahiro Kinoshita' (\nstitute of Advanced Energy, Kyoto Univ., 2Department of Chemistry,
Graduate School of Science, Chiba Univ.)

Ca* 5B BN 70 b IKEEZ(LIC & 5 SERCA DIBEX (L

Conformational change of SERCA upon alternating protonation states in Ca?*-binding site

Chigusa Kobayashi', Yuji Sugita>? ('"RIKEN, AICS, >RIKEN, QBiC, *RIKEN, TMS)

BRLUZEATP BFHABEAVEBHNMNIEAND I LR TORFHNEHA

Molecular dynamics simulations of SR Ca**-ATPase using improved ATP force field

Yasuaki Komuro'2, Chigusa Kobayashi?, Suyong Re?, Eiro Muneyuki', Yuji Sugita®3* ('Chuo Univ., Dept. Phys., >RIKEN, 3RIKEN AICS,
“RIKEN QBiC)

704 FaifEka Ny BEALAFO- IV EDHEEER

Interaction between cholesterol and transmembrane region of Amyloid Precursor Protein

Naoyuki Miyashita'2, Fumiko Ogushi®, Yuji Sugita'->* (\RIKEN QBiC, ?RIKEN AICS, 3Ochanomizu University, *RIKEN)

04. %S E B8 E / 04. Nucleic acid binding proteins

LRH-1 @ beta-catenin IC & 2 ExEHEL DS E 8

Structural basis of transcriptional co-activation of LRH-1 by beta-catenin

Fumiaki Yumoto'?, Robert Fletterick? ('"KEK Structural Biology Research Center, *University of California, San Francisco)
RNA 7747 —¢ 74 BEAEHANRTF FOBEDOHBAZ

Statistical Thermodynamics for Binding of an RNA Aptamer and a Partial Peptide of a Prion Protein

Tomohiko Hayashi, Hiraku Oshima, Tsukasa Mashima, Takashi Nagata, Masato Katahira, Masahiro Kinoshita (/nstitute of Advanced Energy,
Kyoto Univ.)

The coarse grained GBSA method for simulations of biomolecular system

Le Chang', Wenfei Li%, Naoto Hori', Shoji Takada! (\Grad. Sch. Sci., Kyoto Univ., *2Dept. Phys., Nanjing Univ.)

DNA FAEBEABERBENL S ICLTEEDEEBET 3D, #F IalL—-Yavii&ad770-F

How DNA-binding proteins can bypass obstacles? Molecular simulation approaches

Mami Saito, Tsuyoshi Terakawa, Shoji Takada (Grad.Sch.Sci, Kyoto Uni.)

BEREF p53 OHERNESHUER - BHEBE  TLFRT5-vPIaL-YavHR

Specific DNA sequence search and recognition mechanism of transcription factor p53: multi-scale simulation study
Tsuyoshi Terakawa', Junichi Higo?, Shoji Takada' ('Grad. Sch. Sci., Kyoto Univ., *Inst. Protein Res., Osaka Univ.)

O5A. %% : #8& - 1% / 05A. Nucleic acid: Structure & Property

DNA BEMODRERICRIFT AV 1 F LV OHROFFENEIREIC L 28BIR

Analysis for the effect of choline ions on the stability of DNA base pairs using molecular dynamics simulation
Miki Nakano!, Hisae Tateishi-Karimata', Naoki Sugimoto'? (\Konan Univ. FIBER, >Konan Univ. FIRST)

BB FHNFEL I 2L -2 3 /0K 3 —FH DNA FREHEHEE OBRE 1 D iEEA

DNA unwinding mechanisms in E. coli, oriC region studied by coarse grained molecular dynamics simulations
Masahiro Shimizu, Shoji Takada (Grad. Sch. Sci., Kyoto Univ.)
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BRI I2L—23VIlEB3EX LAY —LROBEFA1FIVR

Poly-nucleosome structural dynamics by coarse-grained simulations

Hiroo Kenzaki', Shoji Takada? ('Advanced Center for Computer and Communications, RIKEN, 2Dept. of Biophysics, Graduate School of Science,
Kyoto Univ.)

REDNA FFAMVEBEH ISP FEREORRICKTFLT2O0DE—-FNERT

Two-mode Folding of a Single Giant Duplex DNA Chain Depneding on the Length of Cationic Polymer

Tatsuo Akitaya', Naomi Tsumura', Hiroyuki Mayama', Norio Hazemoto?, Toshio Kanbe?, Makoto Demura®, Anatoly Zinchenko®, Shizuaki
Murata®, Kenichi Yohikawa® (' Dept. Chem., Asahiakwa Med. Univ., >Grad. Sch. Pharm. Sci., Nagoya City Univ., 3Sch. Med., Nagoya Univ., *Grad.
Sch. Life Sci., Hokkaido Univ., *Grad. Sch. Env. Study, Nagoya Univ., ° Grad. Sch. Life Med. Sci., Doshisha Univ.)

Fleeting secondary structure effects on hybridization kinetics

Hiroaki Hata', Akira Suyama'? (\Grad. Sch. Sci., Univ. Tokyo, >Grad. Sch. Arts and Sci., Univ. Tokyo)

RIEEESFOK Y MERD/2HO DNA 71 7 Oh TV OREH & FR

Design and construction of a DNA microcapsule toward light-responsive molecular robots

Yuichi Tsuganezawa', Masamune Morita!, Shogo Hamada?, Shin-ichiro M. Nomura?, Kenzo Fujimoto*, Satoshi Murata’, Masahiro Takinoue!~
(Mnterdisciplinary Grad. Sch. Sci. and Eng., Tokyo Tech., *Kavli Inst., Cornell Univ., 3Grad. Sch. Eng., Tohoku Univ., *Sch. Mater. Sci., JAIST,
SPRESTO,JST)

ELFaF53-IF9TF14 v IRBICETHFEMEREL 12 2 FERBEORNEHREN

Effect of molecular crowding condition on the thermodynamic stability of chemically modified duplex

Hidetaka Torigoe, Hiroshi Noguchi, Yukiko Hashizume (Dept. Appl. Chem., Fac. Sci., Tokyo Univ. Sci.)

07. 7K - 7k#0 E#EE / 07. Water & Hydration & Electrolyte

Development of new algolithm for calculation of the energy distribution function by GPGPU

Takuhito Shiogama, Tsuhito Yoshida, Hiroaki Saito, Kazutomo Kawaguchi, Hidemi Nagao (Kanazawa University)
BEEHREFMALAEY F/OL -2 /0L cBILBFREFEERSHICES T I HEEROREIR

Analysis of interactions in the electron transfer complex between Cytochrome ¢ and Cytochrome ¢ Oxidase using osmotic pressure
Wataru Sato', Mizue Imai', Takeshi Uchida'?, Kyoko Ito®, Shinya Yoshikawa?, Koichiro Ishimori'? ( Hokkaido Univ. Chem., >Hokkaido Univ.
Sci., 3Hyogo Univ. Life Sci.)

EOBESLVVH Y FoKMBAZEHEICE G AMEHAEN 7 7O0-F

A Morphometric Approach for the Accurate Solvation Thermodynamics of Proteins and Ligands

Yuichi Harano!, Roland Roth?, Shuntaro Chiba® (PR, Osaka Univ., *Inst. Theo. Phys. Tuebingen Univ., 3Bio Center, TITECH)
BE-BREBEOLF—R2avART o v IR X ENBREMEAFIVRIIRIZTRE

Effects of Lennard-Jones potential parameters between the solute and solvent on the solvation dynamics

Yoshito Kondo, Tetsuro Nagai, Takuya Takahashi (College of Life Sciences, Ritsumeikan Univ)

MD LUV QM HEICE ZKMKNE M F I 7 R EBREH

MD and QM calculations of dynamics and charges of hydration water

Takuya Takahashi (College of Life Sciences, Ritsumeikan University)

09. &4 - 51k / 09. Development & Differentation

AEAYLAFYRZERIC—EBNERMBEERAS L. HETOEREMHENIE IS

Brief hypo-osmotic treatment on eggs disrupts the left-right asymmetry of the larvae in Ciona intestinalis

Shimpei Katsumoto, Kohei Hatta, Masashi Nakagawa (Grad. Sch. Sci., Univ. Hyogo)

How To Achieve Sequential Local Folding of Epithelial Tube in Epididymis Development: Experimental and Mathematical Study
Tsuyoshi Hirashima, Ryoichiro Kageyama (Inst. for Virus Research, Kyoto Univ.)

F7VAYXHAINRBHERICETZ2ATP BOREE ATP 5174 x-S0 T

ATP quantification and live-imaging in Xenopus laevis oocyte

Takashi W. Ijiri!, Jun-ichi Kishikawa', Hiromi Imamura?, Maho Sakiie?, Shuichi Ueno?, Yasuhiro Iwao?, Ken Yokoyama!, Ken-ichi Sato! (!Fac.
Life Sci., Kyoto Sangyo Univ., *Hakubi Center, Kyoto Univ., *Grad. Sch. Med., Yamaguchi Univ.)

10. 55& / 10. Muscle

IF L UVOEEBREN OREBE O EERT

Viscoelastic analysis of myosin adsorbed to gold

Tetsuo Ohno!, Michiru Wagatuma?, Motoko Ichihashi?, Atsushi Itoh? (\Dept. Physiology, Jikie Univ. school of Med., *Ulvac, Inc.)

Ty XERBEFESIHBDORAT V7 bIF 2 (NAM=M+A+TMI1 or TM2)®D [Mg-ATPase ;EHED Ca tkTFEHE] & [TM P71V 74 —L4
TM1 & TM2 QR ]

Hokki clam retractor muscle NAM Mg-ATPase activities and seasonal changes of TM1 and TM2 isoform contents

Yoichi Yazawa (Univ. Hokkaido Education)

FUEFRO XBRBEICEBZ F 77 F 2 KMKOEE - 4F 37 A8EIR

Characterization of the structural and dynamic properties of hydration water around F-actin detected by neutron and X-ray scattering
Tatsuhito Matsuo', Toshiaki Arata?, Toshiro Oda’, Satoru Fujiwara! (' QuBS, JAEA, >Grad. Sch. Sci., Osaka Univ., *Grad. Sch. Sci., Univ. Hyogo)
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FEVHZBRBICEITZIMOT 1 X FORESIVEREFENREIC L 28ERN

Isolation of native thin filament from skeletal muscle for structural analysis by cryoEM

Yurika Yamada', Takashi Fujii%, Keiichi Namba'? (\Graduate School of Frontier Bioscience, Osaka University, *OBiC, RIKEN)
TUNFNAFRAG FOR=ZV TORVERSBOMEENERE

The structural role of the Pro-Ala-rich extension of the troponin-I of bumblebee flight muscle

Hiroyuki Iwamoto, Naoto Yagi (SPring-8, JASRI)

BRMICEBZ TV F U ERBEOHE

The salt-induced polymerization of actin

Toshiro Oda'?, Tomoki Aihara?, Katsuzo Wakabayashi>* ('Grad. Sch. Sci., Univ. Hyogo, >RIKEN, RKEN SPring-8 Center, *Grad. Sch. Eng. Sci.,

Osaka university)

11. #FE—%— / 11. Molecular motor

BCHBILERS AT LOBERBRBRACEIT X ZAT—VRIEBOTY 1 » L B3 F5iEaeatEl

Designing of self-assembled biomolecular system and the detection at the single molecule resolution

Mitsuhiro Iwaki'?3, Keigo Ikezaki!, Toshio Yanagida!?, William Shih? ('RIKEN, QBiC, >Grad. Sch. Frontier Biosci., Osaka Univ., *Harvard
Medical School)

F/RVy FEREAVETIF UV DESORE

Observation of actin polymerization in linear zero-mode waveguide

Masamichi Yamamoto', Makoto Tsunoda', Shun Higano?, Kotaro Okubo?, Takashi Tanii?, Takashi Funatsu' (!Grad. Pharm. Sci., Univ. Tokyo,
2Sch. Sci. Eng., Waseda. Univ.)

REREICE T BF T IVA I Bacillus BN FHD Na BB RANAEE -4 —BEEFOBXETICEASTS7 I /BREREORR
Critical amino acid residues for motility of the Na* -driven flagellar motor stator in alkaliphilic Bacillus decrease at neutral pH

Yuka Takahashi'-2, Yukina Noguchi!, Masahiro Ito'? (!Graduate School of Life Sciences, Toyo University, 2Bio-nano Electronics Research Center,
Toyo University)

TIRIFDVEERRILETBIFL Y - HTT755 X0 M OERYEHORFENFEIaL—-2ay

Molecular dynamics simulation for the swinging lever-arm motion of a myosin subfragmnet-1 in an actomyosin complex

Tadashi Masuda (Fukushima Univ.)

Nonequilibrium dissipation-free transport of F1-ATPase and the thermodynamic role of asymmetric allosterism

Kyogo Kawaguchi', Shin-ichi Sasa?, Takahiro Sagawa® ('Dept. Phys., Univ. Tokyo, *Dept. Phys., Kyoto Univ., *Dept. Basic Science, Univ. Tokyo)
I17174%—-3HEEENAEEEL AR NS SEREOBE-5 S EE OB

Correlation analysis between rotation and secretion of bacterial type III secretion system for elucidate of effector secretion mechanism
Takashi Ohgita, Naoki Hayashi, Susumu Hama, Naomasa Gotoh, Kentaro Kogure (Kyoto Pharm. Univ.)

Simultaneous tracking of multiple motor proteins in nanoscale

Taishi Kakizuka', Keigo Ikezaki?, Hideaki Fujita®, Taro Ichimura?, Tomonobu Watanabe'? (Grad. Sch. FBS., Univ. Osaka, >*QBiC, Riken,
3SWPLiFReC, Univ. Osaka)

VA ABFENBEEAVAETIF UV IA LV BERGHROESBEBE Y Yy TRBAORA

Approach to obtain near-atomic resolution map of actin-myosin rigor complex by cryo-EM

Norihiro Shimizu!, Yoshihiro Tsukada!, Takuo Yasunaga'? (\Kyushu Inst. of Tech., 2JST)

cryo-EM & MT SANNWVERWEI S I FEFANBSE 1 = LC4 DILERE

Determination of the location of chlamydomonas outer arm dynein LC4 by cryo-EM and metallothionein labelling

Reiko Chijimatsu', Haruaki Yanagisawa?, Mingyue Jin'3*3, Takuo Yasunaga'>*> (\Kyushu Institute of Technology, >The University of Tokyo,
3JST, *JST CREST, °JST SENTAN)

b MEEEHIEDFNA2026)y 7 7 F U ERKE IF D EOHEER

Effects of human deafness mutations in gamma actin (DFNA20/26) on the actin/myosin interaction

Takashi Ohki!, Shin'ichi Ishiwata'? (\Department of Physics, Faculty of Science and Engineering, Waseda University, *Waseda Bioscience
Research Institute in Singapore)

IFVVVRFE-S-OEHEICHT S UV RHOER

Effect of UV irradiation on myosin V motility

Seitaro Sano', Hiroaki Kubota!, Takashi Ohki', Shin'ichi Ishiwata'? (\Department of Physics, Faculty of Science and Engineering, Waseda
University, *Waseda Bioscience Research Institute in Singapore)

Ned OEEF EHEORE R

The mechanism of determining the directionality of Ncd

Masahiko Yamagishi, Yoko Toyoshima, Junichiro Yajima (Dept. Life Sciences, Grad. Sch. Arts and Sciences, Univ. Tokyo)

FAZ Vi MELEERVWE Y FTEERLE» SERHT S

Dynein moves in a short-pitch helical path around a microtubule

Shin Yamaguchi, Junichiro Yajima (Dept Life Sciences, Graduate School of Arts and Sciences, Univ. of Tokyo)

BEBR N ARE & AV 7= Kinesin-6 D W EERIBORRE

Investigating the torque-generating mechanism of kinesin-6 using unbinding force measurement

Akihiko Sato', Tim Davis?, Shin Yamaguchi!, Masanori Mishima?, Junichiro Yajima' (\Grad. Sch. of Arts and Sciences, Univ. Tokyo, *Centre for
Mechanochemical Cell Biology Warwick Medical School Univ. of Warwick)
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HRES1 = OBACHEE L BRMGEEL
Autoinhibition and synergistic activation of cytoplasmic dynein
Takayuki Torisawa!, Ken'ya Furuta?, Akane Furuta?, Muneyoshi Ichikawa', Yoko Toyoshima! ('Dept. Life Sciences, Graduate School of Arts and
Sciences, the Univ. of Tokyo, *Bio ICT lab, NICT)
Bicaudal-D2 | & 3 {f/INE 5 813 O H #1418
Regulatory mechanism of microtubule-based molecular motors by Bicaudal-D2
Takuya Kobayashi'-2, Akira Hanashima?, Yoko Y. Toyoshima', Takashi Murayama? (' Department of Life Sciences, Graduate School of Arts and
Sciences, The University of Tokyo., *Department of Pharmacology, Juntendo University School of Medicine.)
FA4F U F 2 pl50 D FHIE
Molecular architecture of dynactin p150
Kei Saito!, Takashi Murayama?, Tomonori Hata', Yoko Y. Toyoshima! (!Grad. Sch. of Arts and Sci., Univ. of Tokyo, *Juntendo Univ.)
FhRIEXTFHBEEAZVBEROY T Iy MEE
Subunit structure of Tetrahymena outer dynein arm complex
Muneyoshi Ichikawa', Yasuharu Kushida?, Kentaro Nakano?, Osamu Numata?, Yoko Toyoshima! ('Department of Life Sciences, Graduate School
of Arts & Sciences, The University of Tokyo, *Graduate School of Life and Environmental Sciences, University of Tsukuba)
B MERES A= 0N7—-Z bO—-VBEE
Power Stroke Measurement of Human Cytoplasmic Dynein
Yoshimi Kinoshita, Taketoshi Kambara, Satoshi Ikeda, Hideo Higuchi (Department of Physics, Graduate School of Science, The University of
Tokyo)
HWRE YA = OEYMITED - £CFHEIR
Biophysical and Biochemical characterization of human cytoplasmic dynein
Taketoshi Kambara, Yoshimi Kinoshita, Takayuki Nakayama, Hideo Higuchi (Dept of Phys, Grad Sch of Sci, U of Tokyo)
BREBEIA D 0 S1 &KV S2 8B & MR EMEDRFRME
Contribution of S1 and S2 portion of myosin to nonlinear elasticity of skeletal myosin molecules
Satoshi Ikeda, Motoshi Kaya, Hideo Higuchi (Department of Physics, Graduate School of Science, the University of Tokyo)
AUV ORIES SVERRT v THIE
Mechanism of the forward and backward stepping motion of myosin V
Kazuo Sasaki', Hideo Higuchi? (\Department of Applied Physics, Tohoku University, 2Department of Physics, University of Tokyo)
Nucleotide turnover rates of bipolar myosin filament during actin filament sliding
Takahiro Maruta, Shingo Miyazaki, Takahiro Kobatake, Shigeru Chaen (department of Integrated Sciences in Physics and Biology, College of
Humanities and Sciences, Nihon University)
HIREREIA DV TTOSHIANY v 7 AEEHOER» ZOEHHEICEZ ZRE
Effect of mutations in the SH1 helix region of Dictyosterium myosin II on the motile characteristics
Tsubasa Koyama!, Takahiro Maruta', Kotomi Shibata', Ayaka Motiduki', Eri Umeki!, Sousuke Iwai'?, Shigeru Chaen' (' College of Humanities
and sciences, Nihon University, 2Department of Biology, Faculty of Education, Hirosaki University)
Fl-ATPase p ¥ 71 = v bOLFEFREMBHEI IV ¥ —57IF
All-atom hydration analysis of the p subunit in F1-ATPase
Toru Ekimoto!, Mitsunori Ikeguchi!, Nobuyuki Matubayasi? (! Yokohama city Univercity, 2Kyoto University)
BREKE R V,ATPase DEFEHIEER S I 2 L —2 3 VIC & 2 EEREE DR
Rotation mechanism of V,-ATPase studied by steered MD simulations
Yuta Isaka!, Ichiro Yamato?, Takeshi Murata®*, Mitsunori Ikeguchi! (!Grad. Sch. of Med. Life Sci., Yokohama City Univ., *Dept. Biol. Sci. Tech.,
Tokyo Univ. of Science, *Fac. of Sci., Chiba Univ., *JST, PRESTO)
Free energy simulations for the conformational change of the aff subunits in F,-ATPase after the ATP hydrolysis
Yuko Ito, Mitsunori Ikeguchi (Yokohama City Univ.)
Bl E— % — F-ATPase DILFKEZEDKT VY v VI R ¥ —
The potential energy of the rotary motor F,-ATPase for given chemical states
Kengo Adachi', Taisaku Ogawa!, Kazuhiro Oiwa?, Masasuke Yoshida’, Kazuhiko Kinosita, Jr."' (' Waseda Univ., 2Adv. ICT Res. Inst., NICT, *Kyoto
Sangyo Univ.)
F,F-ATP &R BERICL 3 ATPEEBO 70 bRy 7iEHEOEEAE
Quantitative assay of ATP-driven proton-pump activity of F,F,
Ken Tasaki', Yuzo Kasuya!, Naoki Soga!, Toshiharu Suzuki?, Masasuke Yoshida?, Kazuhiko Kinosita Jr' (' Dept. Phys,. Facl. Sci. Eng., Waseda
Univ., 2Dept. Mol. Bio., Facl. Life Sci., Kyoto Sangyo Univ.)
KX A4 3B E B V,V, D MgADP BHE1E o) #ZEA
Analysis of the MgADP-inhibition mechanism of V V; by domain swapping approach
Jun-ichi Kishikawa!, Atsuko Nakanishi', Shou Furuike?, Ken Yokoyama! (!Life Sci., Kyoto Sangyo Univ., ?Dept. Phys., Osaka Med. College)
BOEDFERICLD V-ATPase D MVIBIE :FH 71y bOEE
F-subunit reinforces torque generation in V-ATPase
Junichi Kishikawa!, Akihiko Seino?, Atsuko Nakanishi!, Naciye Esma Tirtom?, Hiroyuki Noji?, ken Yokoyama', Kumiko Hayashi? (\Department of
Biolmolecular Sciences, Kyoto Sangyo University, *Department of Applied Physics, School of Engineering, Tohoku University, *Department of
Applied Chemistry, School of Engineering, University of Tokyo)
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3P171

3P172

3P173

3P174

3P175

3P176

3P177

3P178

3P179

3P180

3P181

3P182

3P183

3P184

3P185

3P186

3P187

3P188

Binding interface between rotor subunits with low binding affinity in V_ V,

Atsuko Nakanishi, Jun-ichi Kishikawa, Ken Yokoyama (Kyoto Sangyo University)

12. MEZEYBRVEREE / 12. Cell biology

Y405 —-7LAIETCHRELA747075 X MEROX & & EIK

Size and Shape of Fibroblast Cells Growing on a Micro Pillar

Takuya Tsukagoshi, Uijin G. Jung, Hidetoshi Takahashi, Tetsuo Kan, Kiyoshi Matsumoto, Isao Shimoyama (The University of Tokyo)

s & VEES T OEED A BEIFIE

Artificial control of the polarity of cells and molecular assemblies

Shinji Deguchi!, Tsubasa Matsui? (Nagoya Institute of Technology, >*Tohoku University)

Study on membrane microfluidity of living cells using Muller Matrix microscopy

Yudai Kosaka, Tetsuhiko Ohba (Grad. Sch. Sci., Univ. Tohoku)

BREDPTERETOERTIARELRY Y TOZRTES

Three-dimensional motion of an isolated murine tracheal cilium under load

Takanobu Kato', Toshihito Iwase?, Tomoko Masaike?, Koji Ikegami?, Mitsutoshi Setou®, Takayuki Nishizaka! (\Dept. Phys., Gakushuin Univ.,
2Dept. Appl. Biol. Sci., Tokyo Univ. of Sci., *Dept. Cell Biol. and Anat., Hamamatsu Univ. Sch. Med.)

TIMYA PEFRRERBOBEDDOREI XD/ IV THE

Mechanical responses of keratocytes, neutrophils and Dictyostelium cells for their optimal migrations

Chika Okimura', Takafumi Mizuno?, Yoshiaki Iwadate' (Faculty of Science, Yamaguchi University, *Biomedical Research Institute, National
Institute of Advanced Industrial Science and Technology (A1ST))

4TS XvRRERYICEE DD ?

Do Mycoplamsas glide to the left?

Hanako Morio, Taishi Kasai, Makoto Miyata (Grad. Sch. Sci., Univ. Osaka City)

WANE X SREMER : Fa1-T ) EY FORMEL

Dynamic changes of the axial pitch of tubulin repeat in live microtubules revealed by x-ray fiber diffraction

Shinji Kamimura', Yosuke Fujita', Yuuko Wada!, Hiroyuki Iwamoto? ('Dept. Biol. Sci., Chuo Univ., 2JASRI, SPring-8)
EHRBRAIICEITIREL PBKATOSFA T —BEERDOY TFIVEE

Dynamic Signal Response of Rigorous PI3K Heterodimer in Living Cells

Chan-Gi Pack', Yuko Saeki?, Mariko Okada?, Yasushi Sako' (' Cellular Informatics Laboratory, RIKEN, Laboratory for Integrated Cellular
Systems, RIKEN IMS-RCAI)

Cell signaling occurs by a specific mobility and clustering state of epidermal growth factor receptor

Michio Hiroshima'2, Yasushi Sako? ('"RIKEN QBiC, >RIKEN Cellular Informatics Lab.)

Detection of Cellular Responses to a Differentiation Factor Using Raman Microspectroscopy

Sota Takanezawa'?, Shin-ichi Morita!, Yasushi Sako', Yukihiro Ozaki? (' Cellular Informatics Lab., RIKEN, *School. Sci. Tech., Kwansei-Gakuin
Univ.)

HWEAX -V THEICLDIBEBINAEET— 5 — EELNEDY TFIVEESF CheY DHESOEEMBRR

Direct imaging of the rotational switching of a functioning flagellar motor by binding of an intracellular signaling protein CheY
Hajime Fukuoka!, Takashi Sagawa?, Yuichi Inoue!, Hiroto Takahashi!, Akihiko Ishijima! (IMRAM, Tohoku Univ., >Grad. Sch. life Sci., Tohoku
Univ.)

HRRIC & \F B 8%/NME & 2 7X7 Nucleophosmin 1 DA R4k

Imaging a nucleolar protein, Nucleophosmin 1, in living cells

Saori L. Mimatsu'?, Maiko Kuramochi'-2, Soyomi Uchibori'-2, Ayako Kojima', Emiko Kobayashi!, Michio Hiroshima®#, Yasushi Sako?, Kaoru
Katoh!2 (Biomed. Res Inst, AIST, >Grad. Sch. Live & Env. Sci., Univ. Tsukuba, >RIKEN ASI, *RIKEN QBiC)

PTFIMBRESL /N EERK2DTEHRLIEZ 7t L - #IAEdRE O E 2N

Cell fate decisions through information processing of a signaling protein ERK2

Kazunari Mouri, Yasushi Sako (Cellular Informatics Lab., RIKEN)

TEERLIE 2 /Y & RAF O SIKEM & MR E

Polymorphism of a signaling protein RAF regulates cellular responses

Kayo Hibino!, Kenji Okamoto?, Masahiro Ueda!, Yasushi Sako? ('QBiC (Quantitative Biology Center), RIKEN, ?Cellular Informatics Lab.,
RIKEN)

Quantitative analysis of signal transduction dynamics between Raf and ERK in living single PC12 cells

Yuki Shindo'-2, Kazunari Iwamoto?, Kayo Hibino?, Kazunari Mouri’, Yasushi Sako?, Koichi Takahashi? (\Syst. Biol. Prog. Grad. Sch. Media &
Governance, Keio Univ., 2RIKEN QBiC., 3Cell. Inform. Lab., RIKEN)

SOS & 1t U 7= Ras i&H# positive feedback & 04 #lf3— 5 F 574

Positive feedback regulation of SOS-mediated Ras activation detected by single-molecule analysis in living cells

Yuki Nakamura'?, Kayo Hibino?, Yasushi Sako? ('Grad, sch, FBS., okasa Univ, *wako inst., Riken, 3QBIC., Riken)
FEEETYARONAEHBIHICEST 3 Dna) EF—7 23> 1= SNA OHRABE

The intracellular localization of SflA, the dnaJ family protein that plays a role in the suppression of flagellation in Vibrio

Takehiko Nishigaki, Noriko Nishioka, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Univ. Nagoya)
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3P189 Structural analysis of the flagellar basal body in intact cell of Vibrio alginolyticus by electron cryomicroscopy
Hidemaro Hotta!, Akihiro Kawamoto?, Satoshi Inaba!, Yusuke V. Morimoto®3, Noriko Nishioka', Seiji Kojima!, Keiichi Namba??, Michio
Homma! (!Grad. Sch. Sci., Nagoya Univ., >*Grad. Sch. Frontier Biosci., Osaka Univ., 3QBiC, RIKEN)

3P190 Biochemical properties of FIhG, a negative regulator for the number of the polar flagellum in Vibrio alginolyticus
Akari Takashima, Hiroki Ono, Michio Homma, Seiji Kojima (Grad. Sch. Sci., Univ. Nagoya)
3P191 Stator activation requires conformational change in the periplasmic region of PomB, a Na*-driven stator protein

Shiwei Zhu', Masato Takao?, Na Li!, Mayuko Sakuma', Michio Homma', Seiji Kojima!, Katsumi Imada? (Nagoya University, *Osaka University)
3P192 HENAEHXREBAEOE FhA OXRICHT SO0/ bR
Mutational robustness of FlhA, a subunit of the bacterial flagellar export apparatus
Tohru Minamino!, Miki Kinoshita!, Noritaka Hara', Satomi Koya?, Noriko Nishioka?, Seiji Kojima?, Kunio Thara*, Michio Homma?, Keiichi
Namba!”® (\Grad. Sch. Frontier Biosci., Osaka Univ., ?Dept of Food Sci. and Nutrition, Doshisha Women's College of Liberal Arts,3Grad. Sch. Sci.,
Nagoya Univ., *Gene, Nagoya Univ., >QBiC, RIKEN)
3P193 HENAERHEZSE(CFHIET 2 MinD EHHEMEZ $ D FIhG O ATPase TF — 7 DRE
Role of ATP binding motif of FIhG, a MinD homolog, which regulates the number of the polar flagellum in Vibrio alginolyticus
Hiroki Ono, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Univ. Nagoya)

3P194 Functional chimera of the flagellar stator proteins between E. coli MotB and Vibrio PomB at the periplasmic region
Yuuki Nishino, Seiji Kojima, Michio Homma (Div. Biol. Sci, Grad. Sch. Of Sci., Nagoya Univ.)
3P195 N-terminal deletion mutant of the stator protein PomA in the bacterial flagellar motor from Vibrio alginolyticus

Yasuhiro Onoue, Rei Abe-Y oshizumi, Mizuki Gohara, Shiori Kobayashi, Noriko Nishioka, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Nagoya
Univ.)
3P196 Vibrio alginolyticus HRN AEEEF PomA DHIZ & 2BERTEK
Flagellar stator protein of Vibrio PomA alone could form multimeric complex
Mizuki Gohara!, Norihiro Takekawa', Yohei Miyanoiri%, Masatune Kainosho??, Seiji Kojima!, Michio Homma' ('Div. Bio. Sci., Grad Sch. Sci.,
Nagoya Univ., *Structural Bio. Res. Cent., Grad. Sch. Sci., Nagoya Univ., 3Grad. Sch. Sci. Tech., Tokyo Metropolitan Univ.)
3P197 Na+ uptake activity of the plug-deleted Na+-driven stator complex from Vibrio flagellar motor using reconstituted proteoliposome
Tetsuya Oba, Seiji Kojima, Michio Homma (Div. of Biol. Sci., Grad. Sch. of Sci., Nagoya Univ.)
3P198 Vibrio alginolyticus @ C VJ » 7 & B &84 D &R
Structure analysis of the basal body with C-ring components from Vibrio alginolyticus
Satoshi Inaba, Hidemaro Hotta, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Univ. Nagoya)
3P199 c-di-GMP #& 2 /57 8 YegR DA EQ Y PlzD (2 & 3 Vibrio alginolyticus \ & 3 XA T B OEE
Flagellar motility inhibition by PlzD, a YcgR homolog of c-di-GMP binding protein, in Vibrio alginolyticus
Takuro Yoneda, Wakako Morimoto, Seiji Kojima, Michio Homma (Grad. Sch. Sci., Univ. Nagoya)
3P200 =B EE Aquifex aeolicus BRDNAEET— 4 —BEF X /N7 BEOEEKRE
Characterization of the stator proteins of flagellar motor from extreme thermophile Aquifex aeolicus
Norihiro Takekawa, Mizuki Gohara, Seiji Kojima, Michio Homma (Div. of Biol. Sci., Grad. Sch. of Sci., Nagoya Univ.)

13A. £1480E - ATHE : 835 - #1% / 13A. Biological & Artifical membrane: Structure & Property

3P201 TTF) ANV AHRBEHREERTF SOBEFSERICE T EFIDFE
The Sequence Effects of the Amphypathic Peptides of Adenovirus Protein VI on Their Curvature Inducing Ability
Tomo Murayama, Silvia Pujals, Shiroh Futaki (Institute for Chemical Research, Kyoto University)
3P202 BEROBEHREICET 3 K0OMmEME
Water-lipid cooperativity upon lipid membrane fusion
Mafumi Hishida', Koichiro Tanaka??, Yasuhisa Yamamura!, Kazuya Saito! (! Dept. Chem., Univ. Tsukuba, *iCeMS, Kyoto Univ., 3Dept. Phys.,
Kyoto Univ.)
3P203 REVVEECEM) VEETHER A IBEESHIROBEDHICHAT 3HR
Study on the behavior of lipid multi-component system consisting of long- and short-chain phospholipids
Ryota Kobayashi, Tetsuhiko Ohba (Grad.Sch.Sci., Tohoku Univ.)
3P204 15 ZER EAOMRERRXOR R
Development of a new method for preparation of cell membrane flat sheet on glass surface
Yuta Minami!, Hiroaki Inuma', Toshihiko Sakurai?, Takashi Okuno® (' Graduate School of Science and Engineering, Yamagata University,
>Graduate School of Engineering, Tottori University, 3Department of Science, Yamagata University)
3P205 AIFFFI-FNRYVEEREESRSI 4V EOHEEER
Interaction of heavy metal ions with artificial tetraether-type phospholipid membranes
Teruhiko Baba!, Toshiyuki Takagi', Toshiyuki Kanamori!, Tatsuya Oka?, Hiroyuki Saito? ('Res. Center Stem Cell Eng., AIST, >HBS, Univ.
Tokushima Grad. Sch.)
3P206 WHEENEHRE I 2L -2 aVZAVERY JIVOBEREREICET 3 ERNAR
Theoretical study on the structural stability of the vesicle by parallelized coarse-grained simulation

Tsuhito Yoshida, Kazuma Tamura, Kazutomo Kawaguchi, Hiroaki Saito, Hidemi Nagao (Kanazawa University)
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3P207 Effect of cholesterol and 7-ketocholesterol on localization of Alzheimer’s amyloid beta (AB_42) in membrane domains
Huong Phan, Masamune Morita, Tsuyoshi Yoda, Naofumi Shimokawa, Mun’delanji Vestergaard, Masahiro Takagi (Japan Advanced Institute of
Science and Technology)

3P208 BEEELYIC & B2 EMKIRMARD X 1 B
Effects of lipid oxidation products on domain formation of biomimetic membrane
Tsuyoshi Yoda'?, Wataru Inui!, Huong Thi Than Phan', Naofumi Shimokawa!, Mun‘delanji C. Vestergaard', Tsutomu Hamada', Masahiro Tkagai'
("Japan Advanced Institute of Science and Technology, 2JSPS Research Fellow PD)

13B. &£1Ff& - ATfE : 4147 3 7 X / 13B. Biological & Artifical membrane: Dynamics

3P209 BORTA7ORGFTNARCE3HBRY 1 XY K —LOER
The synthesis of cell-sized liposomes by centrifuge-based microfluidic device
Masamune Morita', Miho Yanagisawa?, Hiroaki Onoe?, Masahiro Takinoue'* (' Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Institute of
Technology, >Grad. Sch. Sci., Kyushu Univ., *IIS, The University of Tokyo, *PRESTO, JST)
3P210 BRE RIS RE & 1B & ¥ B HRILRT 4 T EORK E A
Acceleration of lipid lateral diffusion by generalized-ensemble molecular dynamics simulation
Takaharu Mori, Jaewoon Jung, Yuji Sugita (RIKEN)
3P211 Time-resolved 3D Quantification and Analysis of Membrane-Lipid Signaling in Dictyostelium
Marcel Hoerning, Tatsuo Shibata (Physical Biology Unit, Center for Developmental Biology, RIKEN)
3P212 ESIRFFO7YVyT70y TERE
Transbilayer movement of sulfhydryl ceramide analogues in model membranes
Takehiko Inaba!, Sabrina Kargoll!, Frangoise Hullin-Matsuda'-2, Peter Greimel', Toshihide Kobayashi! (\RIKEN Wako, 2Inserm U1060 Universite
Lyon)
3P213 PIOAKRBEVINVEOEEGIHEITFTIVNETVEOS1FI v I ZDOE
Change of Dynamics of Raft-Model Membrane Induced by Amyloid-f Protein Binding
Mitsuhiro Hirai!, Ryota Kimura', Kazuki Takeuchi!, Moboru Ohta?, Bela Farago®, Stadler Stadler®, Giuseppe Zaccai® (!Grad. Eng., Gunma Univ.,
2Japan Synchrotron Radiation Research Institute, *Institut Laue-Langevin)
3P214 HENTFFOREXHA=XLERAET S
Investigating bactericidal mechanism of antimicrobial peptids
Kei Kitahara'?, Takeshi Sunami'?2, Tetsuya Yomo'? (! Graduate School of Information Science and Technology, Osaka University, 2Exploratory
Research for Advanced Technology, Japan Science and Technology Agency)
3P215 ALZRTO-NFFICLZ Y VEEB-EROBREMHE X H =X L FFBHHEIIaL—2ay
Molecular Mechanism of Inhibitory Effect of Cholesterol on Phospholipid Bilayer Rupture: Molecular Dynamics Simulation
Taiki Shigematsu, Kenichiro Koshiyama, Shigeo Wada (Grad. Eng. Sci., Osaka Univ.)

13C. £14fE- ATfE:BEE - F v+ > )L / 13C. Biological & Artifical membrane: Excitation & Channels

3P216 EhiPSHROHEE FESHROHOEREEFHEOLBRHAR
A comparative study on electrophysiological properties of human iPS- and ES-derived cardiomyocytes
Fernando Lopez-Redondo', Junko Kurokawa?, Fumimasa Nomura!, Tomoyuki Kaneko?®, Tomoyo Hamada!, Tetsushi Furukawa?, Kenji Yasuda'
(‘Inst. Biomat. Bioeng., Tokyo Medical Dental Univ., >Med. Res. Inst., Tokyo Med. Dental Univ., >Grad. Sch. Sci. Eng., Hosei Univ.)
3P217 HEEAI FaY FYT7O—BHEEFIEORE L HE
Observation and induction of mitochondrial transient depolarizations in cells
Kanji Umiuchi, Yoshihiro Ohta (Tokyo Univ. Agr. Tech.)
3P218 KesA F+ RIVOHMEIA K X 1 2 & inactivation gate 0 &R
Coordination between the cytoplasmic domain and the inactivation gate in the KcsA channel
Minako Hirano', Yukiko Onishi?, Okuno Daichi?, Toru Ide! ('GPI, 2Riken)
3P219 BFZHEICEEL 1A F v RIVOATFEBENDOBEY
Reconstitution of ion channel immobilized on solid support into lipid bilayer
Daichi Okuno', Minako Hirano?, Yukiko Onishi', Toru Ide? ('RIKEN QBiC, *The Graduate School for the Creation of New Photonics Industries)

13D. 1A% - ATRE : 3% / 13D. Biological & Artifical membrane: Transport

3P220 IPAVFITOBENERICERZHE

Effects of mitochondrial crowding on their activity

Daiki Yoshimatsu, Yoshihiro Ohta (Tokyo Univ. of Agric. and Tech.)
3P221 Lipid bilayer chamber array system for massive measurement of transporter activity

Naoki Soga, Rikiya Watanabe, Shinya Ohdate, Hiroyuki Noji (Department of applied chemistry, School of engineering, The university of Tokyo)
3P222 ZhYy MVBHEROT /BN ERVEBRERAIECED 1 5FEHA

NanoCell, Attoliter Chamber Array for Single-Molecule Measurement of Membrane Transporters

Takao Ono, Rikiya Watanabe, Takanori Ichiki, Hiroyuki Noji (Grad. Sch. Eng. Univ. Tokyo)
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3P223

3P224

3P225

3P226

3P227

3P228

3P229

3P230

3P231

3P232

3P233

3P234

3P235

PIP2 |3 synaptotagmin 2 {Z& % SNARE &7t L 2 [RRISDREICEHAET 5

PIP2 is involved in the enhancement of SNARE-mediated membrane fusion by synaptotagmin 2

Satoshi Tadokoro', Yoshikazu Inoh?, Mamoru Nakanishi?, Naohide Hirashima' (\Grad. Sch. Pharm. Sci., Nagoya City Univ., 2School Of
Pharmacy, Aichi Gakuin University)

XFAREFOATHRORER

Development of a closed supported artificial cell

Yasuto Sasaki, Misaki Yamamoto, Ichiro Yamato (Dept. Biol. Sci. Tech., Tokyo Univ. of Science)

13E. £10& - AT : 153R{=Z / 13E. Biological & Artifical membrane: Signal transduction

SWAP-70PH KX 1 v OEBEEESICHTZ NI T 77 Y RENES

Role of tryptophan residues in membrane association of the SWAP-70 PH domain

Kotono Akai', Michikazu Tanio?, Katsuyuki Nishimura?, Satoru Tuzi' ('Grad. Sch. Life Sci., Univ. Hyogo, *Inst. Mol. Sci)

HBAHTVFL F70-T 01 3FEBHICK S5 7 MASL & BEEOEH

Single-molecule tracking of new ganglioside probes revealed raft organization and function

Kenichi Suzuki', Hiromune Ando'?, Naoko Komura'?, Rahul Chadda!, Hideharu Ishida?, Makoto Kiso'2, Akihiro Kusumi' (‘iCeMS, Kyoto Univ.,
2Dpt. Appl. Biol. Sci., Gifu Univ.)

14. {E#Z& / 14. Chemoreception

RHEHKRETEN7 7RV AVEREOCERIGHHEB T VERW NI T Y

Biosensor using electrochemical laminated gels photo-controlled on hydrogenated amorphous silicon film

Hiroki Suzuki!, Ryohei Matsueda!, Teruo Matsuno', Takahiko Sano!, Yuta Ando', Hiroshi Masumoto?, Takashi Goto®, Yutaka Tsujiuchi!
("Material Science and Engineering, Akita University, >Center for Interdisciplinary Research, Tohoku University, 3Institute for Materials Research,
Tohoku University)

EF/HFF VY —RAEICRRENENTFVELTOT7 IRV EVBRORERE

Immunological study with azobenzene-dye as a hapten presented on the surface of gold nanoparticle carriers

Noriyuki Ishii', Kaoru Tamada?, Haruhisa Akiyama® ('Biomedical, AIST, 2IMCE, Kyushu Univ., *Nanosystem, AIST)

Directional-sensing and rectified cell motion towards termporally changing gradient

Akihiko Nakajima', Shuji Ishihara!?, Daisuke Imoto!, Satoshi Sawai'->? (\Graduate School of Arts and Sciences, University of Tokyo, *Research
Center for Complex Systems Biology, University of Tokyo, 3PRESTO, Japan Science and Technology Agency)

15. ##& - B¢E / 15. Neuroscience & Sensory systems

BRICEVWTHIELIIV T4 —PREZELV T+ — DA &5 &R T

Sensory stimulation from a specific modality adapts a different modality in Caenorhabditis elegans

Hisashi Shidara, Junya Kobayashi, Ryo Tanamoto, Kohji Hotta, Kotaro Oka (Bio and Info, Keio Univ.)

EXL—H—E—-LOREHICL I HBRHERASFHEOESRE

Optical perturbation of intracellular molecular dynamics of single neuron in living neuronal network

Chie Hosokawa', Naoko Takeda'?, Yusuke Ueda'?, Suguru N. Kudoh?, Takahisa Taguchi'* (\Health Res. Inst., AIST, *Grad. Sci. Eng., Kwansei
Galkuin Univ., *Cinet, NICT)

REFFREEEONE EENFVEVEHE L FTREE

Sex difference in hippocampus: Fluctuation of hippocampal sex hormones and synapses

Yasushi Hojo!?, Asami Kato!, Tetsuya Kimoto'2, Suguru Kawato'? (\Grad. Sch. Arts and Sci., Univ. Tokyo, 2JST, Japanese-Taiwanese

Cooperative Programme)

16. #RZEER - B DIEERAIE / 16. Neuronal Circuit & Information processing

ZUHIEIBEHRIFTTANBEOEY LRENSIL

Age-related decrease in synapse density of hippocampal neurons in relation to memory impairment

Suguru Kawato'? (! Univ of Tokyo, Grad Sch Arts and Sciences, 2JST Int Collabo)

Acute Modulation of Synaptic Plasticity of Pyramidal Neurons by Hippocampal-derived Sex Steroids

Yoshitaka Hasegawa'!-2, Keisuke Hotta!, Hideo Mukai', Bon-chu Chung??3, Ooishi Yuuki'!, Hojo Yasushi'-?, Kawato Suguru'?? (' Department of
Biophysics and Life Sciences, Graduate School of Arts and Sciences, The University of Tokyo, *International collaboration program of
Bioelectronics (JST), *Institute of Molecular Biology, Taiwan)

BB, ES B - KEFNEVBRBEOWR F TR EHET S

Hippocampus-synthesized male and female hormones increase memory-related nerve synapses

Miyuki Yoshiya, Yasushi Hojo, Suguru Kawato (Grad. Sch. of Art and Sci.)
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18A. JtE4)  1RE - F=ZA / 18A. Photobiology: Vision & Photoreception

3P236 NOORT LV —RBFAF EEEO N ERISHBED X 374528 ERIT
X-ray structural analysis of the N photoreaction intermediate of halorhodopsin in complex with bromide ion
Haruki Kawaguchi', Taichi Nakanishi!, Hiroki Kubo', Kunio Ihara?, Midori Murakami', Tsutomu Kouyama' (! Graduate School of Science,
Nagoya University, *Center for Gene Research, Nagoya University)
3P237 Trapping the photoactive form of squid rhodopsin in the P62 crytal
Midori Murakami, Tsutomu Kouyama (Dept. Physics, Nagoya Univ.)
3P238 HILENDRGI DET 57 1 v ¥ 1 AREDE ORMAIC & T 5 HEEERT
Functional analysis of zebrafish orthologues of mammalian NDRG1 protein in photoreceptors
Shimpei Takita', Yasutaka Wada?, Satoru Kawamura? ('Dept. of Biol. Sci. Grad. Sch. of Sci., Osaka Univ., *Dept. of Biol. Sci. Grad. Sch. of Sci.;
Grad. Sch. of Frontier Biosci., Osaka Univ.)
3P239 QAR EHAEETD GMP R RKVIZXF 5 —EDFHLIEDE SR
Quantitative Aspects of cGMP Phosphodiesterase Activation in Carp Rods and Cones
Yuki Koshitani', Shuji Tachibanaki'-2, Satoru Kawamura'? (Grad. Sch. Sci., Osaka Univ., >Grad. Sch. Frontier Biosci., Osaka Univ.)
3P240 LOV 2V INJ B YA DY T FIREIZE T 3 5 FRMEERX L ORM S ZRAE
Time-resolved study on the intermolecular interaction change in the signal transduction of LOV protein YtvA
Seokwoo Choi', Yusuke Nakasone!, Klaas Hellingwerf?, Masahide Terazima' (' Department of Chemistry, Graduate school of Science Kyoto
University, *Molecular Microbial Physiology Group, Swammerdam Institute for Life Sciences, University of Amsterdam)
3P241 FEXt Y —-BERYE PapB DARKF1F IV R
Light induced reaction dynamics of a BLUF photoreceptor PapB
Koutaro Kikukawa', Yusuke Nakasone!, Shinji Masuda®3, Masahide Terazima' ('Grad. Sci., Univ. Kyoto, *Center for BioRes. & Inform., Tokyo
Inst. Tech.,3PRSTO, JST)
3P242 74 MPOEYOLOV2 FXL D5 FF—EHREAORBRIEELF1FIVR
Photochemical signal transduction dynamics of the LOV2-kinase fragment of phototropin2 from Arabidopsis
Akira Takakado', Yusuke Nakasone!, Koji Okajima?, Satoru Tokutomi?, Masahide Terajima! (!Sci, Univ. Kyoto, 2Sci, Univ. Osaka pref.)
3P243 REBRRODER7 4 b FOEVOERE
Photochemistry of full-length phototropin from green algae
Yusuke Nakasone', Koji Okajima?, Kenichi Hitomi®, Yusuke Aihara!, Akira Nagatani', John Christie?, Satoru Tokutomi?, Masahide Terazima'
('Graduate School of Science, Kyoto Univ., *Graduate School of Science, Osaka Prefecture Univ., 3Scripps Research Institute)
3P244 QM/MM RWFE %I &30 K79 v ORRGHREEICET 32 2AME
A theoretical study on early intermediates of bovine rhodopsin by QM/MM RWFE method
Motoshi Kamiya, Shigehiko Hayashi (Grad. Sch. Sci., Kyoto Univ.)
3P245 SAEEO X #BHILICL30F T OBETLORIF
Helical rearrangement of photoactivated rhodopsin probed by high-angle X-ray scattering
Yasushi Imamoto!, Toshihiko Oka?, Keiichi Kojima!, Ryo Maeda', Yoshinori Shichida' (Grad. Sch. Sci., Kyoto Univ., *Grad. Sch. Sci., Shizuoka
Univ.)
3P246 GHAVNIEBEBUZRADERNEEZERFICRSN 3G 2 NI EEEL X HZ X LDO—3FHE
Single-molecule analyses of the activation mechanisms of G proteins in constitutively active mutant of G protein-coupled receptor
Ryo Maeda!, Michio Hiroshima??, Yasushi Imamoto!, Takahiro Yamashita', Yasushi Sako?, Yoshinori Shichida' (' Department of Biophysics,
Graduate School of Science, Kyoto University, >*Cellular Informatics Laboratory, RIKEN Advanced Science Institute, 3Laboratory for Cell Signaling
Dynamics, RIKEN Quantitative Biology Center)
3P247 REFHEGE NV EEEEEEXEOR T VEORR & ZOTE BB ORIT
Discovery of a diffusible ligand-binding rhodopsin lacking light-dependent G protein activation ability
Keita Sato!, Takahiro Yamashita', Hideyo Ohuchi?, Sayuri Tomonari®, Sari Fujita-Yanagibayashi', Kazumi Sakai', Atsuko Takeuchi, Yasushi
Imamoto', Sumihare Noji’, Akimori Wada*, Yoshinori Shichida' ('Grad. Sch. Sci., Kyoto Univ., *Grad. Sch. Med. Dent. Pharm. Sci., Okayama
Univ., 3Inst. Tech. Sci., Univ. Tokushima, *Kobe Pharm. Univ.)
3P248 K ¥ * 7L 1(Ci-opsinl) D FHE D RRIR
Analysis of molecular property of ascidian opsin, Ci-opsinl
Keiichi Kojima', Takahiro Yamashita!, Yasushi Imamoto', Motoyuki Tsuda?, Takehiro Kusakabe?®, Yoshinori Shichida! (Grad. Sch. Sci., Kyoto
Univ., *Grad. Sch. Life Sci., Hyogo Univ., *Fac. Sci. Engn., Konan Univ.)
3P249 FHBY O IHNERZME Opns OB FIIERIT
Molecular properties of vertebrate visible-light sensitive Opn5
Takahiro Yamashita', Hideyo Ohuchi?, Akane Yumoto!, Keita Sato!, Sayuri Tomonari’, Masato Kinoshita*, Sumihare Noji?, Yoshinori Shichida!
('Grad. Sch. Sci., Kyoto Univ., >Grad. Sch. Med. Dent. Pharm. Sci., Okayama Univ., *Inst. Technol. Sci., Univ. Tokushima Grad.Sch., *Grad. Sch.
Agr., Kyoto Univ.)
3P250 TIRAXT )T DR FHE
Molecular Properties of Mouse Melanopsin
Takesi Matsuyama Hoyos, Takahiro Yamashita, Yasushi Imamoto, Yoshinori Shichida (Kyoto University Department of Science)
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3P262

3P263

3P264

REZEHENORT L VEORFFHIEE Th S ORBIEEADISADATEE
Molecular properties of animal bistable rhodopsins and their optogenetic potential
Tomohiro Sugihara, Mitsumasa Koyanagi, Akihisa Terakita (Grad. Sch. Sci., Osaka City Univ.)

18B. £&E#) : }ER / 18B. Photobiology: Photosynthesis

KEBRERDLEZ NI ETHET 2 EFBHEKOIRER1 9F9%

Cryogenic single molecule spectroscopy of the electron transfer cofactor in the photosynthetic reaction center

Toru Kondo', Risa Mutoh?, Genji Kurisu?, Hirozo Oh-oka3, Satoru Fujiyoshi!, Michio Matsushita! ('Dept. Phys., Grad. Sch. Sci. and Eng., Tokyo
Tech., *Institute for Protein Research, Osaka Univ., 3Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ.)

RIEFRNICETIMBIXNF - EFOERXBREICHT RENHEALESNRET )V

Hierarchical coarse-graining kinetic model for excitation energy and electron transfer processes in photosystem I1

Takeshi Matsuoka', Shigenori Tanaka', Kuniyoshi Ebina? (' Graduate School of System Informatics, Kobe University, *Graduate School of Human
Development and Environment, Kobe University)

HAEFHRMEICL 3ERFMABEOHE

Fine structures of chloroplasts observed by fluorescence lifetime imaging microscopy

Ryuichi Matsuyama', Ryo Yamada', Takashi Shiina’, Masahide Terazima', Shigeichi Kumazaki'? ('Grad. Sch. Sci., Univ. Kyoto, >PRESTO, JST,
3Grad. Sch. of Life and Environ. Sci., Kyoto Pref. Univ.)

RILFRUICHT370 N BERZERE

Proton transfer pathway in photosystem I1

Keisuke Saito!, A. William Rutherford’, Hiroshi Ishikita'? (!Dept. Biol. Sci., Grad. Sch. Sci., Osaka Univ., 2PRESTO JST, *Dept. of Life Sci.,
Imperial College, London)

20. £ DiEiE - 1k / 20. Origin of life & Evolution

EREELCEZAVARBEORENETMERER S 1 F I 7 XAOBEIR

Laboratory evolution of antibiotic resistant Escherichia coli

Shingo Suzuki, Takaaki Horinouchi, Chikara Furusawa (Quantitative Biology Center, RIKEN)

2EVMRBHREMOETREORRICL 5HTE

Empirical estimation of the environmental temperature of the last universal common ancestor

Satoshi Akanuma, Yoshiki Nakajima, Shin-ichi Yokobori, Akihiko Yamagishi (Dept. of Appl. Life Sci., Tokyo Univ. of Pharm. Life Sci.)

On phenotypic drug tolerance based on expression noise of antibiotic resistant gene

Takashi Nozoe', Reiko Okura', Yuichi Wakamoto'? ('Grad. Sch. Arts and Sci., Univ of Tokyo, *Research Center for Complex Systems Biology,
Univ of Tokyo)

22A. H&IESREIE  #8E4 / 3 7 X / 22A. Bioinformatics: Structural genomics

ZRBEDNy X ITOREFBELEN RO —OREZ 2V IN7VEXRT OHH

Some features of protein pairs which have same SSEs packing arrangement but have different topology

Tatsuo Mukai', Shintaro Minami2, George Chikenji' (!Grad. Sch. of Engineering, Nagoya Univ., *Grad. Sch. of Info. Sci., Nagoya Univ.)
TFIREVNNIEARBEFRADEHOMM7 + — IV FEBEERE

Generating novel protein folds from existing folds for de novo protein structure prediction

Yuki Nakagawa!, George Chikenji!, Shintaro Minami? ('Grad. Sch. of Eng., Nagoya Univ., *Grad. Sch. of Info. Sci., Nagoya Univ.)
Non-sequential structural alignment reveals fold change by segment shuffling during evolution

Shintaro Minami', George Chikenji%, Motonori Ota! ('Dept. of Info. Sci., Nagoya Univ., 2Dept. of Eng., nagoya Univ.)

Motion Tree ;% IC & 3 EEEHEX (L OREBRIECHE & MR 2B

Hierarchical description and extensive classification of protein structural changes by Motion Tree

Ryotaro Koike!, Motonori Ota!, Akinori Kidera? (\Grad. Sch. Info. Sci., Nagoya Univ., >Grad. Sch. Med. Life Sci., Yokohama City Univ.)
beta-Trefoil /XTI D7 + =T« A7 ORERTIEEMHEHCED < B

Analyses of folding nuclei of beta-Trefoil fold proteins based on the inter-residue average distance statistics

Norihiro Kanemaru, Masanari Matsuoka, Takeshi Kikuchi (Dept. Bioinf., Col. Life Sci., Ritsumeikan Univ.)

22B. A& IEHmEIE  #EE4S / I U X / 22B. Bioinformatics: Functional genomics
FCANAL (BE%EICLAS NI BREANTAL) OBLL 2L XIBAOER

FCANAL, structure-based protein function prediction method, applied to various types of proteins
Hiroko Sagisaka, Misaki Yamamoto, Ichiro Yamato (Dept. Biol. Sci. Tech, Tokyo Univ. of Science)
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22C. E&IEHMEIE © #4377 X / 22C. Bioinformatics: Comparative genomics

AI70E—4%—&5t Web 7 7Y 75— 3 2 PromoterCAD D 28D F— 2N — XHHE

Database Construction for Synthetic Promoter Design Web Application (PromoterCAD)

Koro Nishikata', Robert Cox III', Sayoko Shimoyama!, Yuko Yoshida!, Minami Matsui?, Yuko Makita', Tetsuro Toyoda' ('Integrated Database
Unit, Advanced Center for Computing and Communication (ACCC), RIKEN, *Synthetic Genomics Research Team, Biomass Engineering Program
Cooperation Division, Center for Sustainable Resource Science (CSRS), RIKEN)

22D. £ &1ERFIFE - HFEL / 22D. Bioinformatics: Molecular evolution

RESWAEGREEAVERBEROTV 2 -IVBENRE L TOELICHTIZE

Identification of metabolic pathway modules by conserved reaction sequences and its application to evolutionary analysis

Ai Muto, Masaaki Kotera, Toshiaki Tokimatsu, Yuki Moriya, Zenichi Nakagawa, Minoru Kanehisa, Susumu Goto (/nst. Chem. Res., Kyoto Univ.)
Lysozyme X —/S—7 7 I ) —2RAWEEBGE VNNV BED T =T 1 » TEBHLOTERIEC DOV T OREHR

The analysis of the robust folding units among highly diverse proteins in the lysozyme superfamily

Michirou Kabata', Yousuke Kawai?, Takeshi Kikuchi' ('Dept. Bioinf., Col. Life Sci., Ritsumeikan Univ., *Dept. Bioinf., Fac. Eng., Maebashi Ins.
Tech.)

RAZMERZ NI BICE T3 ARBAO dN/AS LSBT 3 #74R

Estimating the strength of natural selection on intrinsically disordered proteins in terms of dN/dS ratio

Tatsuya Hosokawa!, Yousuke Kawai?, Satoshi Fukuchi?, Takeshi Kikuchi! (Dept. Bioinf., Col. Life Sci., Ritsumeikan Univ., ?Dept. Bioinf., Fac.
Eng., Maebashi Ins. Tech.)

24. FIBEM)= / 24. Mathematical biology

BEALBEDI D EFN 5/ LBELHEDERICEITT

3D model of interphase chromosomes: toward understanding of genome structure and function

Takeshi Sugawara, Akinori Awazu, Hiraku Nishimori (Faculty of Science, Hiroshima University)

Krylov 883 ZRiEICL 3MEAL AT 5V /1 XDOEE

Krylov subspace methods for computing correlated Brownian noise vectors in Brownian dynamics simulations with hydrodynamic
interactions

Tadashi Ando', Edmond Chow!, Yousef Saad?, Jeffrey Skolnick! (' Georgia Institute of Technology, *Univerity of Minnesota)

3P271 13 2P183 ICEEENL X L /=,

NEN L THROEERENOEZBZRMT 5T#HEL

Interface mechanics between two clonal cell populations with different growth rates --- A theoretical study of cell competition

Alice Tsuboi', Koichi Fujimoyo!, Nanami Akai?, Tatsushi Igaki? ('Grad. Sch. Sci., Osaka Univ., *Grad. Sch. Biostudies., Kyoto Univ.)

ENaC #IRRR BRSO $IE € T IVHESEIC & B LB Na‘ 8k Hil A2 4T

ENaC dynamics in the intracellular space: analysis of Na* transport in epithelial cells by mathematical model

Kouhei Sasamoto!, Naomi Niisato?*, Yoshinori Marunaka®** (\Undergrad. (4th-year), Kyoto Pref. Univ. Med., *Dept. of Mol. Cell Physiol., Kyoto
Pref. Univ. Med., *Dept. of Bio-lonomics, Kyoto Pref. Univ. Med., *Japan Inst. for Food Education & Health, St. Agnes’ Univ.)

EMRSE Physarum polycephalum £ FDETIVIC L ZHBEDEHE

Computing visual illusion by Physarum plasmodium and the model

Tori Tani, Masaki Yamachiyo, Pegio-Yukio Gunji (Department of Earth and Planetary Sciences, Graduate School of Science, Kobe University)
HEAEFIZRZTEB/ N4 -V I T I3 EERBEEREORE

Behavior of the physarum plasmodium to the graphical pattern that provide the optical illusion

Masaki Yamachiyo, lori Tani, Pegio-Yukio Gunji (Department of Earth and Planetary Sciences, Graduate School of Science, Kobe University)
BRPIEEHOYII -T2 —0 E ZOMEEICDONT

Wave-like structure and its function in the circadian master clock

Hiroshi Kori'? (!Ochanomizu Univ, )CREST)

Dependence of cell differentiation ratio on cell-cell interaction and noise

Fumiko Ogushi, Hiroshi Kori (Ochanomize University)

25. IEE - £ X L / 25. Equality Nonequilibrium state & Biological rhythm

I IREFAOBERMERKICE T 3EYHTRAR

Bioconvection in waveform mutants of Chlamydomonas reinhardtii

Azusa Kage, Yoshihiro Mogami (Graduate School of Humanities & Sciences, Ochanomizu Univ.)

KaiC 2 /N B0 ) VBE{LE ATPase SEHNBA ) XLDOHEES IaLb—2aV ILLB3ETFV YT

A modeling study of the circadian rhythm of phosphorylation and ATPase activity of KaiC protein by stochastic simulation
Kenju Narita, Masaki Sasai, Tomoki P. Terada (Grad. Sch. Eng., Nagoya Univ.)

The analysis of energy transfer in Chaotic Dynamical Systems

Mami Kushida (Grad., Univ. Narajoshi)
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3P293

3P294

3P295

EBREEABDO X T v 7TRABRRFTOAR
Step Function Representation of Nonlinear Function
Eisuke Chikayama'-? (' Niigata University of International and Information Studies, >RIKEN)

26. 18l / 26. Measurements

DNAZA/7O7 LA 2&EB & L -EFHE miRNA DEEEDORH

Label-free quantification of miRNA using Ligase-Assisted Sandwich-Hybridization based on DNA microarray

Taro Ueno, Takashi Funatsu (The University of Tokyo)

WMESATEY NF/HFEE o EHRHBRLN

Optically detected magnetic resonance for fluorescent single nanodiamond in cell and c.elegance

Yohsuke Yoshinari', Yuta Kumiya?, Takuma Sugi?, Ryuji Igarashi?, Shingo Sotoma?, Masahiro Shirakawa?, Yoshie Harada' ('iCeMS, Kyoto
University, *Department of Molecular Engineering, Kyoto University)

—SFHAE—FFHEMR I1L—-2 3 OE

Development of Fluorescence Microscopy/Spectroscopy Monte Carlo Simulation

Masaki Watabe, Satya Arjunan, Koichi Takahashi (RIKEN)

HBENAEE—F—AD CheY-P DHERBEEFEETTESREICOERET 3,

CheY-P binding to the bacterial flagellar motor affects not only the direction but also the speed of rotation

Koichi D. Hiraoka', Shuichi Nakamura?, Nobunori Kami-ike', Yusuke V. Morimoto® (!Grad. Sch. of Frontier Biosci., *Grad. Sch. of Eng., Tohoku
Univ, 3RIKEN, QBiC)

SUNBERETFHRRBBERTICSITIZ 70 MM REEDHOERN GRS

Fundamental trials for proton polarization technique in neutron protein crystallography

Ichiro Tanaka'-2, Katsuhiro Kusaka?, Toshiyuki Chatake?, Nobuo Niimura? (\Coll. of Eng., Ibaraki Univ., *Frontier, Ibaraki Univ., *RRI, Kyoto
Univ.)

27. N F A4 A= 2% / 27. Bioimaging

X#MEBAEFL—Y—2HAL ARRKEFRBFFESHEOIE-LY PXBIX =V T AORIEH

Approaches to cohherent X-ray diffraction imaging of single virus particle using X-ray free-electron laser

Akifumi Higashiura', Marina Murakami', Kenji Iwasaki', Eiki Yamashita', Kazuki Takeda?, Yuya Hanazono?, Kiyofumi Takaba?, Masahito Hibi?,
Yuriko Tomisaki?, Kunio Miki?, Atsushi Nakagawa! ('Inst. for Prot. Res., Osaka Univ., *Grad. Sch. of Sci., Kyoto Univ.)

hPrx2 O F ) 7 —HEBEDER AFM B

Investigation of hPrx2 oligomerization process by high-speed AFM

Takamitsu Haruyama, Noriyuki Kodera, Hiroki Konno (Bio-AFM Frontier Research Center, College of Sci. & Eng., Kanazawa Univ.)
HMREANESE EHRZIERAZEOHORRE

Intracellular measurement of protein-crowding condition by a gene-encoded indicator

Takamitsu Morikawa!, Keiko Yoshizawa?, hideaki Fujita®3, Katsumi Imada*, Takeharu Nagai®, Toshio Yanagida'>3, Tomonobu Watanabe'->3
('Graduate School of Frontier Bioscience, Osaka University, >’RIKEN Quantitative Biology Center, 3WPI, Immunology Frontier Research Center,
Osaka University, *“Department of Macromolecular Science, Graduate School of Science, Osaka University, >Institute of Sciencific and Industrial
Research Center, Osaka University)

T ARANAMROEREN X -V T

Noninvasive in vivo imaging of tumor cells in a novel xenograft model

Sayaka Kita, Hideo Higuchi (Dep. of phys., Grad. Sch. of Sci., The Univ. of Tokyo)

INY T ) PHIBRA ATP RE O—HRaEHA

Quantifying the absolute ATP concentration inside single bacteria cells

Hideyuki Yaginuma'?, Shinnosuke Kawai®, Keisuke Tomiyama?, Kazuhito V. Tabata'->, Tamiki Komatsuzaki®, Hiromi Imamura*, Hiroyuki Noji'-2
('Grad. Sch. Eng., Univ. Tokyo, >Grad. Sch. Front. Biosci., Osaka Univ., *Res. Inst. Elect. Sci., Hokkaido Univ., *Hakubi Project, Kyoto Univ.,
SPRESTO, JST)

HWRAREEEYyEL T

Mapping of thermal conductivity in single living cells

Taku Sekiguchi', Kotaro Oyama!, Hideki Itoh!?, Madoka Suzuki®#, Shin’ichi Ishiwata!** (\Sch Adv Sci Eng, Waseda Univ, Tokyo, Japan, >IMB,
A*STAR, Singapore, 3Org Univ Res Initiatives, Waseda Univ, Tokyo, Japan, *WABIOS, Waseda Univ, Singapore)

Structure and fluorescent property of single amino acid insertion mutants of YFP

Rumika Tanaka!, Keiko Yoshizawa?, Tomonobu Watanabe?, Tatsuya Kawaguchi', Katsumi Imada' ('Grad. Sch. Sci. Osaka Univ., *QBiC, Riken.)
BEFFy bF/70-72AVE7 IO NP REEEVEOHFRUEBNA AN =Ty bRV -V IR T LORAR
Development of a novel high-throughput screening system of inhibitory substances for amyloid-p aggregation using quantum-dot
nanoprobes

Toshiki Ogara, Yukako Ishigaki, Syoya Yamaguchi, Hiroyuki Tanaka, Koji Uwai, Kiyotaka Tokuraku (Muroran Institute Of Technology)
Simultaneous imaging of intracellular Ca?* and sarcomere length in neonatal cardiomyocytes via expression of cameleon-Nano in Z-discs
Seiichi Tsukamoto', Kotaro Oyama?, Seine Shintani?, Fuyu Kobirumaki', Shin’ichi Ishiwata®**, Norio Fukuda' (Dept. Cell Physiol., The Jikei
Univ., 2Sch. Adv. Sci. Eng., Waseda Univ., >Org. Univ. Res. Initiatives, Waseda Univ., *WABIOS, Waseda Univ., Singapore, Singapore)
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BREAX—JVITRILLVASHEL X ML XFEHA mRNA O #l 5

Super-resolution imaging reveals nanoscale distribution of mRNA in stress granule

Ko Sugawara', Kohki Okabe'?, Akihiko Sakamoto!, Takashi Funatsu' (' Graduate School of Pharmaceutical Sciences, the University of Tokyo,
2JST, PRESTO)

EMBEAIZ BT 3 microRNA DA X =S T

Imaging of microRNA in living cells

Toshinari Ishikawa', Kohki Okabe'2, Takashi Funatsu' (' Graduate School of Pharmaceutical Sciences, The University of Tokyo, *Sakigake, JST)
KIEE RND HEWHEH 52 XK — %2 — AcrD OHIRAEERER

Dynamics of RND-type xenobiotic transporter AcrD in the cytoplasmic membrane of Escherichia coli

Rei Tamai!, Kentaro Yamamoto', Takehiko Inaba®*, Yoshiyuki Sowa??, Ikuro Kawagishi'->? (\Dept. Frontier Biosci., Grad. Sch. Eng and Sci.,
Hosei Univ., *Res. Cen. Micro-Nanotech., Hosei Univ., *Dept. Frontier Biosci., Fac. Biosci. and Appl. Chem., Hosei Univ., *RIKEN Adv. Sci. Inst.)
KEEERMHH 2 2T L AcrAB-TolC OliIAA BB ERIT

Dynamics of the xenobiotic efflux system AcrAB-TolC in Escherichia coli

Kentaro Yamamoto', Rei Tamai', Takehiko Inaba®*, Yoshiyuki Sowa??, Ikuro Kawagishi'->* (Dept. Frontier Biosci., Grad. Sch. Sci and Eng.,
Hosei Univ., *Res. Cen. Micro-Nanotech., Hosei Univ., *Dept. Frontier Biosci., Fac. Biosci. and Appl. Chem., Hosei Univ., *RIKEN Adv. Sci. Inst.)
FIB (Focused Ion Beam: (3R 1 # > E— LfIT) -SEM (Scanning Electron Microscope: EEEFE M) ICL2MRE3 I E=RT
BERITEORRE

‘Whole cell structure reconstruction by three-dimensional Focused Ion Beam and Scanning Electron Microscopy

Rina Nagai!, Keisuke Ohta?, Kazuhiro Aoyama®*, Akinobu Togo?, Akihiro Kawamoto®, Atsuko H. Iwane'? (!Cell Field Struc., QBiC, Riken,
22A4natomy, Med., Kurume Univ., 3Spec. Res. Promot. Group, Grad. Sch. Fronti. Biosci., Osaka Univ., *Application Lab., FEI JAPAN, *Cell
Dynamics Observ., QBiC, Riken)

IFAFBFRIMETF77 14— & STEM ZRAVEEHRRANTRFDA X =D T

Imaging of live cell organelles by Cryo-electron tomography and STEM

Ruriko Ogawa!, Kazuhiro Aoyama®?, Rina Nagai!, Atsuko H. Iwane'? (!Cell Field Struc., OBiC, Riken, *Spec. Res. Promot. Group, Grad. Sch.
Fronti. Biosci., Osaka Univ., *Application Lab., FEI JAPAN)

EMHBPTO GFP — CL DR

Observation of GFP-CL in biological specimens

Kazuyoshi Murata', Naoyuki Miyazaki?, Ryusuke Ueno?, Hiroki Minoda?, Naoki Yamamoto3, Kuniaki Nagayama' ('Nat. Inst. Physiol. Sci.,
2Tokyo Univ. Agricult. Tech., *Tokyo Inst. Tech.)

HEBAHILS T IS LUVUBEFRADETFHRIEEL

Electron-beam Activation of Photo- and Cathodo-luminescence in Fluorescent Proteins

Kuniaki Nagayama', Kazuyoshi Murata!, Hiroki Minoda?, Ryusuke Ueno?, Naoki Yamamoto® (' National Institute for Physiological Sciences,

2Tokyo University of Agriculture and Technology, *Tokyo Institute of Technology)
28. N AT =TF 1) >% / 28. Bioengineering

Genetically encoded caged Ca?*

Noritaka Fukuda'?, Tomoki Matsuda', Takeharu Nagai' ('ISIR, Osaka Univ., >*QBiC, Riken)

HRBIROLODY TV a1 LLEFBS T LOBE

Development of the real-time local chemical stimulation system for cell analysis

Masaru Kojima, Takahiro Motoyoshi, Kenichi Ohara, Mitsuhiro Horade, Yasushi Mae, Tatsuo Arai (Grad. Sch. Eng. Sci., Osaka Univ.)

DNA F /BEAEZ ALV DNA-RNA KU XS5 —F - NI TV FF /22 0 ORBEEEEFE

Construction and functional analysis of DNA origami base DNA-RNAP hybrid nanomachine

Takeya Masubuchi', Hisashi Tadakuma', Masayuki Endo?, Hiroshi Sugiyama?, Yoshie Harada?, Takuya Ueda! ('Grad. Sch. Frontier Sci., Univ.
Tokyo, %iCeMS, Univ. Kyoto)

ATHBECIVHET ZBEFEI7O0°

A “sperm-like” micro-machine propelled by an artificial flagellum

Tsuyoshi Yamasaki, Susumu Aoyama, Yuichi Hiratsuka (Japan Advanced Institute of Science and Technology)
AVINVIVHEIANREFGVERMEEET 3. Sialyllactose {E8F 3-way junction DNA

Sialyllactose - modified Three way junction(3WJ) DNA as a inhibitor of influenza hemagglutinin

Yasuhito Ebara, Daichi Akamatsu, Naoki Hara, Anna Kono (Grad. Sch. Hum. Dev. Env. Kobe Univ.)

# 4 XBIROHARERO - HDBEBEEED v TOER

Fabrication of Superparamagnetic Metal Cups for Size-Selective Cell Collection

Hyonchol Kim!, Hideyuki Terazono'?, Hiroyuki Takei'?, Kenji Yasuda'? ('KAST, 2Inst. Biomat. Bioeng., Tokyo Med. Dent. Univ., 3Fac. Life Sci.,
Toyo Univ.)

HBRRAHFRNEEDNA T 74— DR EDHHRROER

Non-invasive identification and purification method of target cardiomyocyte cells using cell-surface-binding ssDNA aptamers

Hideyuki Terazono'~, Hyonchol Kim?, Fumimasa Nomura!, Kenji Yasuda'-? (' Tokyo Medical and Dental University, *Kanagawa Academy of

Science and Technology)
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DNA 7/ 7N A EEAL =RBEEE/NT FOTFIVOEE

Introduction of DNA nanodevices into a hydrogel for achieving its stimuli-responsive behavior

Takashi Kitajima, Ken Komiya, Masahiro Takinoue, Masayuki Yamamura (Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Tech.)
BONEFRAL EEBIKYs 70/ FOTF VR TFORRER

Centrifuge-based rapid synthesis of complex-shaped microhydrogel particles

Masayuki Hayakawa', Hiroaki Onoe?, Ken H. Nagai®, Masahiro Takinoue'* (‘Interdisciplinary Grad. Sch. Sci. and Eng., Tokyo Tech., *IIS, Univ.
of Tokyo, *Dept. Phys, Univ. of Tokyo, *PRESTO, JST)

30. Z M1t / 30. Miscellaneous topics

Coherent dynamics in colloidal fluids in terms of Lagrangian coherent structures (LCS)

Preetom Nag, Hiroshi Teramoto, Chun-Biu Li, Tamiki Komatsuzaki (Research Ins. for Electronic Sci., Univ. Hokkaido)
L7YARBBFHNFFHEICL 3 PA ILEHO AR ERT

Conformational analysis of PA-glycans by replica-exchange molecular dynamics simulations

Shigehisa Watabe!, Suyong Re?, Eiro Muneyuki!, Yuji Sugita®>* ('Dept. Phys. Univ. Chuo, *Riken, ASI, *Riken, AICS, *Riken, QBiC)
Bio-inspired Connectivity Self-Healing in Wireless Mesh Networks

Rui Teng, Ryu Miura (The National Institute of Information and Communications Technology, Japan)

B - HATORDEOR ) VBEILEEDILE

Highly effective Visual pigment Dephosphorylation in cones

Hiromi Yamaoka, Shuji Tachibanaki, Satoru Kawamura (Grad. Sch. Frontier Biosci., Osaka Univ.)
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